
GO:0006139
nucleobase−containing compound metabolic process

0.18951
56 / 2280

GO:0006351
transcription, DNA−templated

0.00438
45 / 1390

GO:0006355
regulation of transcription, DNA−templated

0.00102
44 / 1254

GO:0006725
cellular aromatic compound metabolic process

0.41028
58 / 2555

GO:0006807
nitrogen compound metabolic process

0.17024
64 / 2610

GO:0008150
biological_process

1.00000
230 / 10472

GO:0008152
metabolic process

0.42251
128 / 5738

GO:0009058
biosynthetic process

0.52836
69 / 3144

GO:0009059
macromolecule biosynthetic process

0.15017
54 / 2150

GO:0009889
regulation of biosynthetic process

0.00243
45 / 1348

GO:0009987
cellular process

0.24609
138 / 6028

GO:0010467
gene expression

0.01183
52 / 1750

GO:0010468
regulation of gene expression

0.00236
46 / 1384

GO:0010556
regulation of macromolecule biosynthetic process

0.00229
44 / 1306

GO:0016070
RNA metabolic process

0.02367
53 / 1860

GO:0018130
heterocycle biosynthetic process

0.03179
46 / 1604

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.00254
44 / 1313

GO:0019222
regulation of metabolic process

0.01690
50 / 1703

GO:0019438
aromatic compound biosynthetic process

0.07796
46 / 1709

GO:0031323
regulation of cellular metabolic process

0.01897
44 / 1472

GO:0031326
regulation of cellular biosynthetic process

0.00286
44 / 1321

GO:0032774
RNA biosynthetic process

0.00450
45 / 1392

GO:0034641
cellular nitrogen compound metabolic process

0.28589
58 / 2457

GO:0034645
cellular macromolecule biosynthetic process

0.12805
54 / 2123

GO:0034654
nucleobase−containing compound biosynthetic process

0.01175
45 / 1469

GO:0043170
macromolecule metabolic process

0.33494
87 / 3800

GO:0044237
cellular metabolic process

0.58386
102 / 4694

GO:0044238
primary metabolic process

0.35436
108 / 4768

GO:0044249
cellular biosynthetic process

0.52221
65 / 2957

GO:0044260
cellular macromolecule metabolic process

0.32421
82 / 3565

GO:0044271
cellular nitrogen compound biosynthetic process

0.03240
46 / 1606

GO:0046483
heterocycle metabolic process

0.25920
58 / 2434

GO:0050789
regulation of biological process

0.05392
70 / 2680

GO:0050794
regulation of cellular process

0.02666
64 / 2332

GO:0051171
regulation of nitrogen compound metabolic process

0.00298
44 / 1324

GO:0051252
regulation of RNA metabolic process

0.00112
44 / 1260

GO:0060255
regulation of macromolecule metabolic process

0.00789
46 / 1475

GO:0065007
biological regulation

0.03416
76 / 2875

GO:0071704
organic substance metabolic process

0.42120
114 / 5100

GO:0080090
regulation of primary metabolic process

0.00812
45 / 1438

GO:0090304
nucleic acid metabolic process

0.06977
56 / 2117

GO:0097659
nucleic acid−templated transcription

0.00438
45 / 1390

GO:1901360
organic cyclic compound metabolic process

0.37746
60 / 2620

GO:1901362
organic cyclic compound biosynthetic process

0.09297
47 / 1775

GO:1901576
organic substance biosynthetic process

0.54897
67 / 3069

GO:1903506
regulation of nucleic acid−templated transcription

0.00102
44 / 1254

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.00229
44 / 1306

GO:2001141
regulation of RNA biosynthetic process

0.00102
44 / 1254


