
GO:0003674
molecular_function

1.000000
113 / 8936

GO:0003755
peptidyl−prolyl cis−trans isomerase activity

2.31e−05
5 / 28

GO:0003824
catalytic activity

0.027492
58 / 3752

GO:0005488
binding

0.567380
55 / 4381

GO:0005527
macrolide binding

0.000221
3 / 10

GO:0005528
FK506 binding

0.000221
3 / 10

GO:0008144
drug binding

0.000399
3 / 12

GO:0016853
isomerase activity

0.003156
6 / 114

GO:0016859
cis−trans isomerase activity

3.28e−05
5 / 30

GO:0097159
organic cyclic compound binding

0.037083
45 / 2817

GO:1901363
heterocyclic compound binding

0.035613
45 / 2810


