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molecular_function

1.000000
1328 / 8582

GO:0003735
structural constituent of ribosome

< 1e−20
119 / 307

GO:0003824
catalytic activity

0.530013
556 / 3598

GO:0005198
structural molecule activity

< 1e−20
131 / 366

GO:0005488
binding

0.613136
621 / 4041

GO:0005507
copper ion binding

2.07e−08
50 / 148

GO:0016168
chlorophyll binding

1.13e−07
16 / 26

GO:0016491
oxidoreductase activity

0.000365
155 / 782

GO:0016651
oxidoreductase activity, acting on NAD(P)H

0.000855
30 / 109

GO:0016655
oxidoreductase activity, acting on NAD(P)H, quinone or simil...

2.16e−07
19 / 36

GO:0043167
ion binding
0.839706

311 / 2099

GO:0043169
cation binding

0.086666
187 / 1106

GO:0046872
metal ion binding

0.074228
177 / 1038

GO:0046906
tetrapyrrole binding

2.82e−06
49 / 166

GO:0046914
transition metal ion binding

0.339164
127 / 792

GO:0097159
organic cyclic compound binding

0.997421
355 / 2566

GO:1901363
heterocyclic compound binding

0.997949
353 / 2560


