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protein kinase activity
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cyclin−dependent protein serine/threonine kinase activity
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transporter activity
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organic acid transmembrane transporter activity
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anion transmembrane transporter activity
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organic anion transmembrane transporter activity
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1−aminocyclopropane−1−carboxylate oxidase activity
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ion transmembrane transporter activity
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amino acid transmembrane transporter activity
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kinase activity
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oxidoreductase activity
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GO:0016638
oxidoreductase activity, acting on the CH−NH2 group of donor...
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oxidoreductase activity, acting on the CH−NH2 group of donor...
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transferase activity
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transferase activity, transferring phosphorus−containing gro...
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phosphotransferase activity, alcohol group as acceptor
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transmembrane transporter activity
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GO:0022891
substrate−specific transmembrane transporter activity

0.17529
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GO:0022892
substrate−specific transporter activity

0.19249
56 / 519

GO:0046943
carboxylic acid transmembrane transporter activity
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cyclin−dependent protein kinase activity
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