
GO:0000166
nucleotide binding

0.317298
160 / 1596

GO:0003674
molecular_function

1.000000
852 / 8802

GO:0003735
structural constituent of ribosome

< 1e−20
83 / 256

GO:0003824
catalytic activity

0.204773
364 / 3639

GO:0005198
structural molecule activity

1.55e−18
87 / 336

GO:0005488
binding

0.689340
409 / 4291

GO:0016597
amino acid binding

0.002763
6 / 16

GO:0016853
isomerase activity

0.000538
25 / 129

GO:0031406
carboxylic acid binding

0.021795
7 / 30

GO:0036094
small molecule binding

0.273258
166 / 1643

GO:0043167
ion binding
0.932468
205 / 2300

GO:0043168
anion binding

0.648049
125 / 1326

GO:0043177
organic acid binding

0.021795
7 / 30

GO:0048037
cofactor binding

0.113137
26 / 210

GO:0050661
NADP binding

0.006107
9 / 36

GO:0050662
coenzyme binding

0.106318
20 / 154

GO:0097159
organic cyclic compound binding

0.579955
271 / 2822

GO:1901265
nucleoside phosphate binding

0.317298
160 / 1596

GO:1901363
heterocyclic compound binding

0.592635
270 / 2816


