
GO:0001510
RNA methylation

1.64e−08
39 / 169

GO:0006139
nucleobase−containing compound metabolic process

0.076667
253 / 2650

GO:0006725
cellular aromatic compound metabolic process

0.033722
281 / 2901

GO:0006753
nucleoside phosphate metabolic process

4.68e−05
61 / 415

GO:0006793
phosphorus metabolic process

0.012738
145 / 1381

GO:0006796
phosphate−containing compound metabolic process

0.019302
138 / 1325

GO:0006807
nitrogen compound metabolic process

0.013303
298 / 3031

GO:0006810
transport
0.003996

168 / 1576

GO:0006839
mitochondrial transport

4.47e−06
28 / 127

GO:0008150
biological_process

1.000000
917 / 10366

GO:0008152
metabolic process

0.023829
578 / 6212

GO:0009058
biosynthetic process

0.026997
351 / 3660

GO:0009117
nucleotide metabolic process

4.35e−05
61 / 414

GO:0009165
nucleotide biosynthetic process

2.41e−06
50 / 288

GO:0009451
RNA modification

9.20e−06
46 / 269

GO:0009987
cellular process

0.001218
618 / 6505

GO:0016070
RNA metabolic process

0.414764
179 / 1991

GO:0018130
heterocycle biosynthetic process

0.178561
162 / 1714

GO:0019438
aromatic compound biosynthetic process

0.308584
162 / 1765

GO:0019637
organophosphate metabolic process

0.000160
82 / 626

GO:0032259
methylation
1.30e−05
72 / 494

GO:0034641
cellular nitrogen compound metabolic process

0.020149
278 / 2836

GO:0034654
nucleobase−containing compound biosynthetic process

0.390519
142 / 1568

GO:0043170
macromolecule metabolic process

0.642185
374 / 4281

GO:0043412
macromolecule modification

0.026732
180 / 1788

GO:0043414
macromolecule methylation

8.46e−06
72 / 488

GO:0044237
cellular metabolic process

0.098409
488 / 5300

GO:0044238
primary metabolic process

0.156526
491 / 5380

GO:0044249
cellular biosynthetic process

0.060864
320 / 3374

GO:0044260
cellular macromolecule metabolic process

0.760030
348 / 4041

GO:0044271
cellular nitrogen compound biosynthetic process

0.220661
159 / 1699

GO:0044281
small molecule metabolic process

8.74e−05
177 / 1545

GO:0044699
single−organism process

3.59e−05
568 / 5774

GO:0044710
single−organism metabolic process

0.001962
337 / 3359

GO:0044711
single−organism biosynthetic process

0.000206
193 / 1734

GO:0044763
single−organism cellular process

0.000485
440 / 4433

GO:0044765
single−organism transport

0.000950
154 / 1381

GO:0046483
heterocycle metabolic process

0.017571
277 / 2817

GO:0046907
intracellular transport

0.163830
67 / 673

GO:0051179
localization
0.005511
180 / 1715

GO:0051234
establishment of localization

0.006223
169 / 1604

GO:0051641
cellular localization

0.306491
72 / 766

GO:0051649
establishment of localization in cell

0.261478
69 / 722

GO:0055086
nucleobase−containing small molecule metabolic process

4.53e−05
64 / 441

GO:0071704
organic substance metabolic process

0.075156
524 / 5684

GO:0090304
nucleic acid metabolic process

0.215551
216 / 2329

GO:0090407
organophosphate biosynthetic process

4.67e−05
69 / 486

GO:1901293
nucleoside phosphate biosynthetic process

2.41e−06
50 / 288

GO:1901360
organic cyclic compound metabolic process

0.021684
296 / 3038

GO:1901362
organic cyclic compound biosynthetic process

0.103833
184 / 1914

GO:1901564
organonitrogen compound metabolic process

3.04e−05
111 / 868

GO:1901566
organonitrogen compound biosynthetic process

2.76e−06
87 / 605

GO:1901576
organic substance biosynthetic process

0.046725
337 / 3543

GO:1902578
single−organism localization

0.000943
155 / 1391

GO:1902582
single−organism intracellular transport

0.077638
63 / 597


