
GO:0000975
regulatory region DNA binding

0.02380
3 / 24

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.00326
3 / 12

GO:0001067
regulatory region nucleic acid binding

0.02380
3 / 24

GO:0003674
molecular_function

1.00000
289 / 11063

GO:0003676
nucleic acid binding

0.36293
44 / 1590

GO:0003677
DNA binding

0.54943
23 / 888

GO:0003824
catalytic activity

0.74729
107 / 4286

GO:0003899
DNA−directed RNA polymerase activity

0.00228
5 / 36

GO:0005215
transporter activity

0.06984
23 / 635

GO:0005488
binding
0.58980

132 / 5107

GO:0015291
secondary active transmembrane transporter activity

0.02147
8 / 131

GO:0016740
transferase activity

0.58673
41 / 1604

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.88655
15 / 747

GO:0016779
nucleotidyltransferase activity

0.09943
5 / 94

GO:0022804
active transmembrane transporter activity

0.13878
10 / 258

GO:0022857
transmembrane transporter activity

0.30018
15 / 490

GO:0034062
RNA polymerase activity

0.00327
5 / 39

GO:0043565
sequence−specific DNA binding

0.51347
5 / 181

GO:0044212
transcription regulatory region DNA binding

0.02123
3 / 23

GO:0097159
organic cyclic compound binding

0.73815
80 / 3231

GO:1901363
heterocyclic compound binding

0.72693
80 / 3221


