
GO:0006139
nucleobase−containing compound metabolic process

1.18e−06
146 / 2438

GO:0006351
transcription, DNA−templated

1.84e−13
106 / 1234

GO:0006355
regulation of transcription, DNA−templated

6.78e−16
106 / 1137

GO:0006725
cellular aromatic compound metabolic process

1.87e−08
167 / 2728

GO:0006807
nitrogen compound metabolic process

5.62e−07
168 / 2879

GO:0008150
biological_process

1.000000
411 / 9686

GO:0008152
metabolic process

0.000352
284 / 5919

GO:0009058
biosynthetic process

6.73e−07
198 / 3549

GO:0009059
macromolecule biosynthetic process

1.37e−05
131 / 2222

GO:0009719
response to endogenous stimulus

2.41e−15
80 / 743

GO:0009889
regulation of biosynthetic process

4.09e−15
113 / 1286

GO:0009987
cellular process

0.000513
294 / 6191

GO:0010033
response to organic substance

3.09e−13
104 / 1209

GO:0010200
response to chitin

9.54e−17
35 / 153

GO:0010243
response to organonitrogen compound

4.25e−16
35 / 160

GO:0010467
gene expression

3.64e−08
121 / 1804

GO:0010468
regulation of gene expression

6.41e−15
113 / 1294

GO:0010556
regulation of macromolecule biosynthetic process

1.31e−15
110 / 1215

GO:0016070
RNA metabolic process

4.25e−09
126 / 1839

GO:0018130
heterocycle biosynthetic process

7.31e−12
125 / 1655

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

1.98e−15
110 / 1222

GO:0019222
regulation of metabolic process

2.94e−12
125 / 1634

GO:0019438
aromatic compound biosynthetic process

3.06e−12
129 / 1710

GO:0031323
regulation of cellular metabolic process

6.00e−15
118 / 1380

GO:0031326
regulation of cellular biosynthetic process

6.46e−16
112 / 1237

GO:0032774
RNA biosynthetic process

2.05e−13
106 / 1236

GO:0034641
cellular nitrogen compound metabolic process

4.40e−07
158 / 2654

GO:0034645
cellular macromolecule biosynthetic process

3.97e−06
131 / 2171

GO:0034654
nucleobase−containing compound biosynthetic process

2.39e−11
113 / 1459

GO:0042221
response to chemical

4.08e−09
119 / 1701

GO:0043170
macromolecule metabolic process

0.000728
198 / 3919

GO:0044237
cellular metabolic process

9.86e−06
256 / 5030

GO:0044238
primary metabolic process

0.002587
243 / 5064

GO:0044249
cellular biosynthetic process

1.23e−06
184 / 3263

GO:0044260
cellular macromolecule metabolic process

0.000180
191 / 3672

GO:0044271
cellular nitrogen compound biosynthetic process

7.14e−11
121 / 1634

GO:0046483
heterocycle metabolic process

3.68e−08
162 / 2646

GO:0050789
regulation of biological process

5.22e−10
168 / 2629

GO:0050794
regulation of cellular process

3.32e−11
152 / 2219

GO:0050896
response to stimulus

1.05e−07
179 / 3051

GO:0051171
regulation of nitrogen compound metabolic process

1.66e−15
111 / 1236

GO:0051252
regulation of RNA metabolic process

1.11e−15
106 / 1145

GO:0060255
regulation of macromolecule metabolic process

2.65e−14
118 / 1408

GO:0065007
biological regulation

5.31e−10
179 / 2862

GO:0071704
organic substance metabolic process

6.03e−05
268 / 5420

GO:0080090
regulation of primary metabolic process

6.55e−14
116 / 1390

GO:0090304
nucleic acid metabolic process

5.13e−08
137 / 2137

GO:0097659
nucleic acid−templated transcription

1.84e−13
106 / 1234

GO:1901360
organic cyclic compound metabolic process

1.30e−08
173 / 2843

GO:1901362
organic cyclic compound biosynthetic process

2.91e−12
136 / 1842

GO:1901576
organic substance biosynthetic process

2.08e−07
196 / 3454

GO:1901698
response to nitrogen compound

6.73e−13
45 / 319

GO:1901700
response to oxygen−containing compound

4.38e−12
91 / 1035

GO:1903506
regulation of nucleic acid−templated transcription

6.78e−16
106 / 1137

GO:2000112
regulation of cellular macromolecule biosynthetic process

1.31e−15
110 / 1215

GO:2001141
regulation of RNA biosynthetic process

6.78e−16
106 / 1137


