
GO:0001071
nucleic acid binding transcription factor activity

2.39e−20
87 / 737

GO:0003674
molecular_function

1.000
384 / 9357

GO:0003676
nucleic acid binding

9.30e−06
91 / 1442

GO:0003677
DNA binding

7.98e−09
72 / 886

GO:0003700
sequence−specific DNA binding transcription factor activity

2.18e−20
87 / 736

GO:0003774
motor activity

4.83e−05
10 / 53

GO:0003777
microtubule motor activity

6.86e−06
10 / 43

GO:0003824
catalytic activity

0.748
152 / 3846

GO:0005488
binding

3.39e−05
224 / 4516

GO:0016462
pyrophosphatase activity

0.910
14 / 462

GO:0016787
hydrolase activity

0.993
41 / 1376

GO:0016817
hydrolase activity, acting on acid anhydrides

0.923
14 / 471

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.918
14 / 467

GO:0017111
nucleoside−triphosphatase activity

0.879
14 / 444

GO:0097159
organic cyclic compound binding

4.70e−05
158 / 2971

GO:1901363
heterocyclic compound binding

4.18e−05
158 / 2965


