
GO:0000166
nucleotide binding

0.001790
326 / 1532

GO:0001882
nucleoside binding

0.002372
245 / 1128

GO:0001883
purine nucleoside binding

0.002259
245 / 1127

GO:0003674
molecular_function

1.000000
1912 / 10311

GO:0003824
catalytic activity

0.000124
825 / 4064

GO:0005488
binding

0.093522
895 / 4684

GO:0005525
GTP binding

1.47e−07
52 / 140

GO:0016740
transferase activity

1.57e−05
363 / 1626

GO:0016757
transferase activity, transferring glycosyl groups

6.75e−08
103 / 340

GO:0017076
purine nucleotide binding

0.002613
245 / 1130

GO:0019001
guanyl nucleotide binding

1.92e−07
52 / 141

GO:0032549
ribonucleoside binding

0.002372
245 / 1128

GO:0032550
purine ribonucleoside binding

0.002259
245 / 1127

GO:0032553
ribonucleotide binding

0.003472
245 / 1136

GO:0032555
purine ribonucleotide binding

0.002372
245 / 1128

GO:0032561
guanyl ribonucleotide binding

1.47e−07
52 / 140

GO:0035639
purine ribonucleoside triphosphate binding

0.000198
239 / 1053

GO:0036094
small molecule binding

0.000664
337 / 1566

GO:0043167
ion binding
0.072651

505 / 2586

GO:0043168
anion binding

0.000741
296 / 1361

GO:0097159
organic cyclic compound binding

0.598109
524 / 2847

GO:0097367
carbohydrate derivative binding

0.003300
247 / 1145

GO:1901265
nucleoside phosphate binding

0.001790
326 / 1532

GO:1901363
heterocyclic compound binding

0.685949
518 / 2837


