
GO:0000166
nucleotide binding

0.084716
313 / 1200

GO:0001882
nucleoside binding

0.077388
234 / 884

GO:0001883
purine nucleoside binding

0.077388
234 / 884

GO:0003674
molecular_function

1.000000
1857 / 7588

GO:0003824
catalytic activity

0.000492
839 / 3177

GO:0005215
transporter activity

0.143591
132 / 497

GO:0005488
binding

0.537474
857 / 3507

GO:0005525
GTP binding

2.28e−07
55 / 120

GO:0008565
protein transporter activity

6.31e−05
27 / 55

GO:0016740
transferase activity

0.000777
363 / 1297

GO:0016757
transferase activity, transferring glycosyl groups

6.12e−06
105 / 293

GO:0017076
purine nucleotide binding

0.083581
234 / 886

GO:0019001
guanyl nucleotide binding

3.19e−07
55 / 121

GO:0022892
substrate−specific transporter activity

0.070619
103 / 370

GO:0032549
ribonucleoside binding

0.077388
234 / 884

GO:0032550
purine ribonucleoside binding

0.077388
234 / 884

GO:0032553
ribonucleotide binding

0.111973
234 / 894

GO:0032555
purine ribonucleotide binding

0.080441
234 / 885

GO:0032561
guanyl ribonucleotide binding

2.28e−07
55 / 120

GO:0035639
purine ribonucleoside triphosphate binding

0.018350
228 / 829

GO:0036094
small molecule binding

0.060461
323 / 1230

GO:0043167
ion binding
0.317595

498 / 2001

GO:0043168
anion binding

0.156655
279 / 1084

GO:0097159
organic cyclic compound binding

0.973349
480 / 2091

GO:0097367
carbohydrate derivative binding

0.078105
239 / 904

GO:1901265
nucleoside phosphate binding

0.084716
313 / 1200

GO:1901363
heterocyclic compound binding

0.981017
475 / 2080


