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molecular_function

1.000000
137 / 9335

GO:0003676
nucleic acid binding

0.486871
18 / 1192

GO:0003677
DNA binding

0.201094
15 / 805

GO:0003824
catalytic activity

0.576696
56 / 3859

GO:0004012
phospholipid−translocating ATPase activity

0.010783
2 / 11

GO:0004672
protein kinase activity

0.058687
14 / 603

GO:0004674
protein serine/threonine kinase activity

0.137641
11 / 517

GO:0004702
receptor signaling protein serine/threonine kinase activity

0.034184
2 / 20

GO:0004707
MAP kinase activity

0.015002
2 / 13

GO:0004871
signal transducer activity

0.230587
3 / 113

GO:0005057
receptor signaling protein activity

0.121181
2 / 41

GO:0005215
transporter activity

0.846148
7 / 647

GO:0005319
lipid transporter activity

0.037426
2 / 21

GO:0005488
binding

0.049532
75 / 4424

GO:0005509
calcium ion binding

0.000667
8 / 131

GO:0005548
phospholipid transporter activity

0.012816
2 / 12

GO:0016301
kinase activity

0.106777
15 / 721

GO:0016462
pyrophosphatase activity

0.481787
6 / 378

GO:0016740
transferase activity

0.556776
22 / 1514

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.130777
16 / 805

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.072380
15 / 679

GO:0016787
hydrolase activity

0.421070
21 / 1349

GO:0016817
hydrolase activity, acting on acid anhydrides

0.502276
6 / 386

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.492063
6 / 382

GO:0016887
ATPase activity

0.237948
5 / 226

GO:0017111
nucleoside−triphosphatase activity

0.442778
6 / 363

GO:0022892
substrate−specific transporter activity

0.862400
5 / 498

GO:0042623
ATPase activity, coupled

0.245864
4 / 172

GO:0043167
ion binding
0.077814
45 / 2528

GO:0043169
cation binding

0.073178
26 / 1328

GO:0043492
ATPase activity, coupled to movement of substances

0.078218
4 / 110

GO:0043565
sequence−specific DNA binding

0.016198
7 / 179

GO:0046872
metal ion binding

0.095912
24 / 1245

GO:0060089
molecular transducer activity

0.281962
3 / 126

GO:0097159
organic cyclic compound binding

0.468002
42 / 2803

GO:1901363
heterocyclic compound binding

0.457017
42 / 2793


