
GO:0006139
nucleobase−containing compound metabolic process

0.027838
72 / 2265

GO:0006351
transcription, DNA−templated

0.005874
47 / 1262

GO:0006355
regulation of transcription, DNA−templated

0.001621
46 / 1150

GO:0006725
cellular aromatic compound metabolic process

0.012288
83 / 2576

GO:0006807
nitrogen compound metabolic process

0.016662
85 / 2680

GO:0008150
biological_process

1.000000
257 / 9936

GO:0008152
metabolic process

0.056369
165 / 5885

GO:0009058
biosynthetic process

0.116783
96 / 3347

GO:0009059
macromolecule biosynthetic process

0.039956
67 / 2125

GO:0009889
regulation of biosynthetic process

0.004029
48 / 1270

GO:0009891
positive regulation of biosynthetic process

7.58e−06
24 / 340

GO:0009893
positive regulation of metabolic process

0.000124
24 / 404

GO:0009987
cellular process

0.062535
171 / 6138

GO:0010467
gene expression

0.004199
63 / 1777

GO:0010468
regulation of gene expression

0.001035
51 / 1285

GO:0010556
regulation of macromolecule biosynthetic process

0.002027
47 / 1195

GO:0010557
positive regulation of macromolecule biosynthetic process

3.33e−06
22 / 280

GO:0010604
positive regulation of macromolecule metabolic process

6.23e−06
22 / 291

GO:0010628
positive regulation of gene expression

3.33e−06
22 / 280

GO:0016070
RNA metabolic process

0.013573
61 / 1804

GO:0018130
heterocycle biosynthetic process

0.009902
55 / 1570

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.003698
46 / 1199

GO:0019222
regulation of metabolic process

0.034546
53 / 1611

GO:0019438
aromatic compound biosynthetic process

0.017419
56 / 1652

GO:0031323
regulation of cellular metabolic process

0.022137
47 / 1362

GO:0031325
positive regulation of cellular metabolic process

8.19e−06
22 / 296

GO:0031326
regulation of cellular biosynthetic process

0.002739
47 / 1213

GO:0031328
positive regulation of cellular biosynthetic process

4.45e−06
22 / 285

GO:0032774
RNA biosynthetic process

0.005961
47 / 1263

GO:0034641
cellular nitrogen compound metabolic process

0.005508
82 / 2464

GO:0034645
cellular macromolecule biosynthetic process

0.030722
67 / 2096

GO:0034654
nucleobase−containing compound biosynthetic process

0.010733
50 / 1406

GO:0043170
macromolecule metabolic process

0.309213
104 / 3854

GO:0044237
cellular metabolic process

0.329505
132 / 4949

GO:0044238
primary metabolic process

0.060833
140 / 4920

GO:0044249
cellular biosynthetic process

0.180458
87 / 3086

GO:0044260
cellular macromolecule metabolic process

0.214832
100 / 3615

GO:0044271
cellular nitrogen compound biosynthetic process

0.005586
56 / 1560

GO:0045893
positive regulation of transcription, DNA−templated

2.20e−06
22 / 273

GO:0045935
positive regulation of nucleobase−containing compound metabo...

2.96e−06
22 / 278

GO:0046483
heterocycle metabolic process

0.017185
79 / 2466

GO:0048518
positive regulation of biological process

0.000262
30 / 587

GO:0048522
positive regulation of cellular process

7.21e−06
28 / 434

GO:0050789
regulation of biological process

0.006073
86 / 2616

GO:0050794
regulation of cellular process

0.010455
74 / 2238

GO:0051171
regulation of nitrogen compound metabolic process

0.004330
46 / 1209

GO:0051173
positive regulation of nitrogen compound metabolic process

3.14e−06
22 / 279

GO:0051252
regulation of RNA metabolic process

0.001802
46 / 1156

GO:0051254
positive regulation of RNA metabolic process

2.20e−06
22 / 273

GO:0060255
regulation of macromolecule metabolic process

0.004523
51 / 1377

GO:0065007
biological regulation

0.002614
94 / 2828

GO:0071704
organic substance metabolic process

0.056111
150 / 5296

GO:0080090
regulation of primary metabolic process

0.014577
48 / 1362

GO:0090304
nucleic acid metabolic process

0.010818
68 / 2029

GO:0097659
nucleic acid−templated transcription

0.005874
47 / 1262

GO:1901360
organic cyclic compound metabolic process

0.011990
86 / 2682

GO:1901362
organic cyclic compound biosynthetic process

0.019939
59 / 1769

GO:1901576
organic substance biosynthetic process

0.110295
94 / 3262

GO:1902680
positive regulation of RNA biosynthetic process

2.20e−06
22 / 273

GO:1903506
regulation of nucleic acid−templated transcription

0.001621
46 / 1150

GO:1903508
positive regulation of nucleic acid−templated transcription

2.20e−06
22 / 273

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.002027
47 / 1195

GO:2001141
regulation of RNA biosynthetic process

0.001621
46 / 1150


