
GO:0003674
molecular_function

1.00000
798 / 9492

GO:0003676
nucleic acid binding

0.00295
158 / 1540

GO:0003735
structural constituent of ribosome

5.21e−09
52 / 266

GO:0005198
structural molecule activity

7.79e−08
57 / 328

GO:0005488
binding
0.06791

411 / 4643

GO:0005515
protein binding

0.04666
122 / 1260

GO:0008017
microtubule binding

0.00280
7 / 24

GO:0008092
cytoskeletal protein binding

0.01302
12 / 70

GO:0015631
tubulin binding

0.00265
8 / 30

GO:0032403
protein complex binding

0.03216
7 / 37

GO:0044877
macromolecular complex binding

0.01865
11 / 65

GO:0097159
organic cyclic compound binding

0.09787
272 / 3035

GO:1901363
heterocyclic compound binding

0.10343
271 / 3028


