
GO:0000278

mitotic cell cycle

7.05e−06

14 / 322

GO:0000281

mitotic cytokinesis

4.03e−07

12 / 180

GO:0000910

cytokinesis

9.00e−07

12 / 194

GO:0006139

nucleobase−containing compound metabolic process

0.100613

31 / 2352

GO:0006259

DNA metabolic process

0.000300

15 / 511

GO:0006304

DNA modification

4.69e−08

12 / 148

GO:0006305

DNA alkylation

4.03e−08

12 / 146

GO:0006306

DNA methylation

4.03e−08

12 / 146

GO:0006725

cellular aromatic compound metabolic process

0.126411

34 / 2673

GO:0006807

nitrogen compound metabolic process

0.165989

35 / 2837

GO:0007049

cell cycle

0.000167

16 / 540

GO:0008150

biological_process

1.000000

112 / 10597

GO:0008152

metabolic process

0.386925

69 / 6338

GO:0009987

cellular process

0.447555

71 / 6603

GO:0010467

gene expression

0.116968

24 / 1777

GO:0010468

regulation of gene expression

0.274249

14 / 1103

GO:0019222

regulation of metabolic process

0.558301

15 / 1433

GO:0022402

cell cycle process

6.30e−05

14 / 392

GO:0032259

methylation

4.92e−05

15 / 434

GO:0034641

cellular nitrogen compound metabolic process

0.092301

34 / 2596

GO:0040029

regulation of gene expression, epigenetic

3.93e−05

13 / 327

GO:0043170

macromolecule metabolic process

0.160810

49 / 4108

GO:0043412

macromolecule modification

0.028445

26 / 1693

GO:0043414

macromolecule methylation

4.42e−05

15 / 430

GO:0044237

cellular metabolic process

0.199415

61 / 5304

GO:0044238

primary metabolic process

0.187495

62 / 5377

GO:0044260

cellular macromolecule metabolic process

0.085909

48 / 3837

GO:0044699

single−organism process

0.900820

57 / 5982

GO:0044728

DNA methylation or demethylation

4.35e−08

12 / 147

GO:0044763

single−organism cellular process

0.752877

46 / 4644

GO:0046483

heterocycle metabolic process

0.119151

33 / 2569

GO:0050789

regulation of biological process

0.732833

24 / 2491

GO:0051301

cell division

5.11e−06

13 / 270

GO:0060255

regulation of macromolecule metabolic process

0.302862

15 / 1217

GO:0061640

cytoskeleton−dependent cytokinesis

4.28e−07

12 / 181

GO:0065007

biological regulation

0.723595

27 / 2772

GO:0071704

organic substance metabolic process

0.345492

63 / 5715

GO:0090304

nucleic acid metabolic process

0.316281

24 / 2043

GO:1901360

organic cyclic compound metabolic process

0.165989

35 / 2837

GO:1903047

mitotic cell cycle process

8.17e−07

13 / 229


