
GO:0001071
nucleic acid binding transcription factor activity

4.17e−06
69 / 911

GO:0003674
molecular_function

1.00000
405 / 9177

GO:0003700
sequence−specific DNA binding transcription factor activity

4.17e−06
69 / 911

GO:0003824
catalytic activity

0.98660
134 / 3501

GO:0005215
transporter activity

0.25541
25 / 491

GO:0005488
binding
0.09687

199 / 4209

GO:0008194
UDP−glycosyltransferase activity

0.01286
12 / 131

GO:0008509
anion transmembrane transporter activity

0.00522
10 / 88

GO:0015075
ion transmembrane transporter activity

0.07371
17 / 263

GO:0015103
inorganic anion transmembrane transporter activity

0.00101
7 / 37

GO:0016740
transferase activity

0.85441
55 / 1404

GO:0016757
transferase activity, transferring glycosyl groups

0.16756
16 / 278

GO:0016758
transferase activity, transferring hexosyl groups

0.04040
15 / 207

GO:0016759
cellulose synthase activity

0.01453
4 / 22

GO:0016760
cellulose synthase (UDP−forming) activity

0.00446
4 / 16

GO:0022857
transmembrane transporter activity

0.23734
21 / 401

GO:0022891
substrate−specific transmembrane transporter activity

0.06631
20 / 316

GO:0022892
substrate−specific transporter activity

0.06568
22 / 354

GO:0035251
UDP−glucosyltransferase activity

0.06614
6 / 65

GO:0043167
ion binding

0.57500
99 / 2270

GO:0043169
cation binding

0.00849
68 / 1164

GO:0046527
glucosyltransferase activity

0.12939
6 / 78

GO:0046872
metal ion binding

0.00512
65 / 1079

GO:0046914
transition metal ion binding

0.00350
55 / 867


