
GO:0001871
pattern binding

0.000734
9 / 14

GO:0003674
molecular_function

1.000000
2200 / 10111

GO:0003824
catalytic activity

0.002229
928 / 3997

GO:0005488
binding

0.054625
1031 / 4584

GO:0005515
protein binding

0.000270
320 / 1248

GO:0030246
carbohydrate binding

0.015428
28 / 87

GO:0030247
polysaccharide binding

0.000734
9 / 14

GO:0042562
hormone binding

0.003274
7 / 11


