
GO:0000166
nucleotide binding

1.77e−08
535 / 1747

GO:0003674
molecular_function

1.000000
2283 / 9000

GO:0003824
catalytic activity

0.005412
1007 / 3763

GO:0004175
endopeptidase activity

2.39e−06
65 / 153

GO:0004298
threonine−type endopeptidase activity

3.07e−09
19 / 22

GO:0005488
binding

2.28e−06
1214 / 4411

GO:0008233
peptidase activity

0.000273
92 / 263

GO:0016462
pyrophosphatase activity

4.14e−08
168 / 461

GO:0016787
hydrolase activity

0.000268
383 / 1307

GO:0016817
hydrolase activity, acting on acid anhydrides

8.70e−08
170 / 472

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

4.67e−08
169 / 465

GO:0016887
ATPase activity

8.96e−09
119 / 296

GO:0017111
nucleoside−triphosphatase activity

1.40e−07
164 / 455

GO:0036094
small molecule binding

3.07e−09
551 / 1787

GO:0070003
threonine−type peptidase activity

3.07e−09
19 / 22

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.000202
89 / 251

GO:0097159
organic cyclic compound binding

1.34e−05
834 / 2963

GO:1901265
nucleoside phosphate binding

1.77e−08
535 / 1747

GO:1901363
heterocyclic compound binding

1.65e−05
831 / 2955


