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purine nucleoside binding
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0.06502

222 / 3898

GO:0004672

protein kinase activity

0.06140

40 / 592

GO:0004712

protein serine/threonine/tyrosine kinase activity
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ATP binding
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transferase activity
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transferase activity, transferring phosphorus−containing gro...
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phosphotransferase activity, alcohol group as acceptor
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ligase activity
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ligase activity, forming carbon−nitrogen bonds
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carbon−nitrogen ligase activity, with glutamine as amido−N−d...

0.01325
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purine nucleotide binding
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clathrin binding

0.01050
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adenyl nucleotide binding
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GO:0032549

ribonucleoside binding
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purine ribonucleoside binding

0.02511

84 / 1301
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ribonucleotide binding
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purine ribonucleotide binding
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GO:0032559

adenyl ribonucleotide binding

0.03244
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GO:0035639

purine ribonucleoside triphosphate binding
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GO:0036094

small molecule binding

0.27812
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GO:0043167

ion binding
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GO:0043168

anion binding

0.04155

94 / 1509

GO:0097159

organic cyclic compound binding

0.41479
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GO:0097367

carbohydrate derivative binding

0.03842

84 / 1327

GO:1901265

nucleoside phosphate binding
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GO:1901363

heterocyclic compound binding
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