
GO:0003674

molecular_function

1.000000

1776 / 8745

GO:0003824

catalytic activity

0.001036

798 / 3645

GO:0005215

transporter activity

0.003916

141 / 568

GO:0005319

lipid transporter activity

0.001764

10 / 19

GO:0005488

binding

0.376619

887 / 4336

GO:0005515

protein binding

0.244995

263 / 1248

GO:0005516

calmodulin binding

0.000232

36 / 101

GO:0005548

phospholipid transporter activity

6.97e−05

9 / 12

GO:0015075

ion transmembrane transporter activity

0.007391

79 / 302

GO:0015399

primary active transmembrane transporter activity

0.000913

34 / 100

GO:0015405

P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.000745

34 / 99

GO:0015662

ATPase activity, coupled to transmembrane movement of ions, ...

0.000104

16 / 31

GO:0016462

pyrophosphatase activity

0.238168

73 / 332

GO:0016787

hydrolase activity

0.001495

297 / 1264

GO:0016817

hydrolase activity, acting on acid anhydrides

0.174016

77 / 343

GO:0016818

hydrolase activity, acting on acid anhydrides, in phosphorus...

0.164606

76 / 337

GO:0016820

hydrolase activity, acting on acid anhydrides, catalyzing tr...

0.000457

33 / 93

GO:0016887

ATPase activity

0.021863

46 / 171

GO:0017111

nucleoside−triphosphatase activity

0.242688

71 / 323

GO:0022804

active transmembrane transporter activity

0.002372

66 / 235

GO:0022857

transmembrane transporter activity

0.000369

118 / 438

GO:0022891

substrate−specific transmembrane transporter activity

0.004789

93 / 358

GO:0022892

substrate−specific transporter activity

0.018934

103 / 421

GO:0042623

ATPase activity, coupled

0.008062

39 / 133

GO:0042625

ATPase activity, coupled to transmembrane movement of ions

0.005124

17 / 45

GO:0042626

ATPase activity, coupled to transmembrane movement of substa...

0.000290

33 / 91

GO:0043492

ATPase activity, coupled to movement of substances

0.000290

33 / 91


