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molecular_function

1.000000
549 / 10801

GO:0003824
catalytic activity

0.024021
245 / 4373

GO:0004175
endopeptidase activity

0.010323
16 / 166

GO:0004298
threonine−type endopeptidase activity

7.37e−05
7 / 22

GO:0005215
transporter activity

0.002816
50 / 660

GO:0008233
peptidase activity

0.026288
23 / 294

GO:0015215
nucleotide transmembrane transporter activity

0.000622
6 / 22

GO:0015605
organophosphate ester transmembrane transporter activity

0.001615
6 / 26

GO:0015932
nucleobase−containing compound transmembrane transporter act...

0.006280
7 / 44

GO:0016787
hydrolase activity

0.525507
74 / 1458

GO:0022857
transmembrane transporter activity

0.001764
42 / 518

GO:0022891
substrate−specific transmembrane transporter activity

0.000630
39 / 446

GO:0022892
substrate−specific transporter activity

0.002882
41 / 516

GO:0070003
threonine−type peptidase activity

7.37e−05
7 / 22

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.014597
23 / 278

GO:1901677
phosphate transmembrane transporter activity

0.007728
6 / 35


