
GO:0006139
nucleobase−containing compound metabolic process

< 1e−20
842 / 2082

GO:0006259
DNA metabolic process

< 1e−20
300 / 519

GO:0006260
DNA replication

< 1e−20
192 / 271

GO:0006725
cellular aromatic compound metabolic process

< 1e−20
900 / 2304

GO:0006807
nitrogen compound metabolic process

< 1e−20
909 / 2345

GO:0006996
organelle organization

< 1e−20
524 / 1134

GO:0008150
biological_process

1
2155 / 7079

GO:0008152
metabolic process

4.21e−08
1467 / 4491

GO:0009058
biosynthetic process

3.95e−08
930 / 2720

GO:0009059
macromolecule biosynthetic process

9.93e−10
658 / 1823

GO:0009987
cellular process

1.09e−09
1574 / 4817

GO:0016043
cellular component organization

< 1e−20
660 / 1640

GO:0032259
methylation

< 1e−20
292 / 474

GO:0034641
cellular nitrogen compound metabolic process

< 1e−20
877 / 2211

GO:0034645
cellular macromolecule biosynthetic process

3.23e−09
645 / 1793

GO:0043170
macromolecule metabolic process

3.97e−18
1163 / 3273

GO:0043412
macromolecule modification

5.33e−19
583 / 1452

GO:0043414
macromolecule methylation

< 1e−20
289 / 469

GO:0044237
cellular metabolic process

1.06e−10
1328 / 3961

GO:0044238
primary metabolic process

3.60e−09
1313 / 3947

GO:0044249
cellular biosynthetic process

3.11e−08
875 / 2541

GO:0044260
cellular macromolecule metabolic process

3.97e−18
1115 / 3117

GO:0046483
heterocycle metabolic process

< 1e−20
875 / 2199

GO:0051276
chromosome organization

< 1e−20
313 / 552

GO:0071704
organic substance metabolic process

1.06e−09
1385 / 4175

GO:0071840
cellular component organization or biogenesis

< 1e−20
729 / 1823

GO:0090304
nucleic acid metabolic process

< 1e−20
763 / 1853

GO:1901360
organic cyclic compound metabolic process

< 1e−20
920 / 2368

GO:1901576
organic substance biosynthetic process

2.32e−08
915 / 2666


