
GO:0006325
chromatin organization

< 1e−20
256 / 404

GO:0006464
cellular protein modification process

3.71e−11
471 / 1180

GO:0006996
organelle organization

< 1e−20
539 / 1154

GO:0008150
biological_process

1.000000
2360 / 7455

GO:0008152
metabolic process

1.59e−09
1589 / 4656

GO:0009987
cellular process

2.39e−08
1686 / 5001

GO:0016043
cellular component organization

< 1e−20
710 / 1701

GO:0016568
chromatin modification

< 1e−20
226 / 338

GO:0016569
covalent chromatin modification

< 1e−20
214 / 319

GO:0016570
histone modification

< 1e−20
200 / 291

GO:0019538
protein metabolic process

2.43e−11
748 / 1989

GO:0032259
methylation

< 1e−20
277 / 457

GO:0036211
protein modification process

3.71e−11
471 / 1180

GO:0043170
macromolecule metabolic process

5.08e−15
1210 / 3332

GO:0043412
macromolecule modification

7.34e−16
588 / 1449

GO:0043414
macromolecule methylation

< 1e−20
275 / 450

GO:0043933
macromolecular complex subunit organization

< 1e−20
357 / 718

GO:0044237
cellular metabolic process

8.30e−11
1422 / 4088

GO:0044238
primary metabolic process

9.00e−09
1395 / 4050

GO:0044260
cellular macromolecule metabolic process

4.47e−14
1154 / 3175

GO:0044267
cellular protein metabolic process

6.73e−11
702 / 1860

GO:0044699
single−organism process

3.82e−07
1468 / 4327

GO:0044710
single−organism metabolic process

1.59e−06
892 / 2535

GO:0044763
single−organism cellular process

0.000142
1159 / 3430

GO:0051276
chromosome organization

< 1e−20
301 / 513

GO:0071704
organic substance metabolic process

8.25e−11
1489 / 4303

GO:0071840
cellular component organization or biogenesis

< 1e−20
782 / 1893

GO:1902589
single−organism organelle organization

< 1e−20
344 / 663


