
GO:0003674
molecular_function

1.000000
2546 / 9070

GO:0003824
catalytic activity

0.009059
1090 / 3704

GO:0005488
binding

0.000123
1298 / 4343

GO:0005515
protein binding

1.88e−10
387 / 1063

GO:0016168
chlorophyll binding

3.79e−05
17 / 25

GO:0016301
kinase activity

1.10e−05
227 / 638

GO:0016740
transferase activity

0.000234
457 / 1430

GO:0016772
transferase activity, transferring phosphorus−containing gro...

3.05e−05
252 / 727

GO:0031406
carboxylic acid binding

9.31e−05
16 / 24

GO:0036094
small molecule binding

0.114347
467 / 1592

GO:0043167
ion binding
0.147054
711 / 2460

GO:0043168
anion binding

0.140854
395 / 1347

GO:0043177
organic acid binding

9.31e−05
16 / 24

GO:0046906
tetrapyrrole binding

0.014659
69 / 195

GO:0097159
organic cyclic compound binding

0.051848
836 / 2861

GO:1901363
heterocyclic compound binding

0.060816
833 / 2856


