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cellular protein modification process
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319 / 1209
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organelle organization

< 1e−20
419 / 1186
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biological_process

1
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metabolic process

2.91e−11
1308 / 5653
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cellular process

1.97e−18
1404 / 5932
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cellular component organization

< 1e−20
521 / 1768

GO:0016568
chromatin modification

< 1e−20
161 / 321
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covalent chromatin modification

< 1e−20
157 / 303
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histone modification

< 1e−20
152 / 282
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protein metabolic process

1.61e−14
579 / 2153
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methylation

< 1e−20
234 / 436
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protein modification process

5.61e−07
319 / 1209

GO:0043170
macromolecule metabolic process

1.41e−19
981 / 3852

GO:0043412
macromolecule modification

9.38e−20
448 / 1496

GO:0043414
macromolecule methylation

< 1e−20
231 / 431

GO:0043933
macromolecular complex subunit organization

< 1e−20
288 / 754

GO:0044237
cellular metabolic process

< 1e−20
1204 / 4873

GO:0044238
primary metabolic process

7.98e−17
1179 / 4861

GO:0044260
cellular macromolecule metabolic process

< 1e−20
950 / 3650

GO:0044267
cellular protein metabolic process

3.90e−17
553 / 1985

GO:0044699
single−organism process

3.40e−09
1190 / 5147

GO:0044710
single−organism metabolic process

3.40e−06
725 / 3065

GO:0044763
single−organism cellular process

8.32e−07
927 / 3984

GO:0051276
chromosome organization

< 1e−20
217 / 494

GO:0071704
organic substance metabolic process

5.29e−15
1239 / 5202
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cellular component organization or biogenesis

< 1e−20
598 / 2014
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single−organism organelle organization

< 1e−20
256 / 640


