
GO:0001071
nucleic acid binding transcription factor activity

0.0154
17 / 610

GO:0003674
molecular_function

1.0000
114 / 7181

GO:0003700
sequence−specific DNA binding transcription factor activity

0.0151
17 / 609

GO:0003824
catalytic activity

0.5702
46 / 2926

GO:0004857
enzyme inhibitor activity

0.0157
4 / 61

GO:0005215
transporter activity

0.8274
5 / 434

GO:0005351
sugar:proton symporter activity

0.0251
3 / 40

GO:0005402
cation:sugar symporter activity

0.0251
3 / 40

GO:0008324
cation transmembrane transporter activity

0.4483
3 / 155

GO:0015075
ion transmembrane transporter activity

0.3363
5 / 241

GO:0015144
carbohydrate transmembrane transporter activity

0.0446
3 / 50

GO:0015291
secondary active transmembrane transporter activity

0.2885
3 / 118

GO:0015293
symporter activity

0.0446
3 / 50

GO:0015294
solute:cation symporter activity

0.0424
3 / 49

GO:0015295
solute:proton symporter activity

0.0268
3 / 41

GO:0016787
hydrolase activity

0.5469
16 / 1011

GO:0016788
hydrolase activity, acting on ester bonds

0.1303
8 / 317

GO:0022804
active transmembrane transporter activity

0.3637
4 / 192

GO:0022857
transmembrane transporter activity

0.6361
5 / 341

GO:0022891
substrate−specific transmembrane transporter activity

0.4784
5 / 286

GO:0022892
substrate−specific transporter activity

0.5987
5 / 327

GO:0030234
enzyme regulator activity

0.0659
4 / 96

GO:0030599
pectinesterase activity

0.0235
3 / 39

GO:0051119
sugar transmembrane transporter activity

0.0381
3 / 47

GO:0052689
carboxylic ester hydrolase activity

0.1161
3 / 75

GO:0098772
molecular function regulator

0.0273
5 / 107

GO:1901476
carbohydrate transporter activity

0.0446
3 / 50


