
GO:0006139
nucleobase−containing compound metabolic process

0.57391
14 / 2072

GO:0006351
transcription, DNA−templated

0.05553
12 / 1064

GO:0006355
regulation of transcription, DNA−templated

0.03247
12 / 980

GO:0006725
cellular aromatic compound metabolic process

0.69142
15 / 2377

GO:0006807
nitrogen compound metabolic process

0.58798
17 / 2532

GO:0008150
biological_process

1.00000
64 / 9334

GO:0008152
metabolic process

0.89175
34 / 5592

GO:0009058
biosynthetic process

0.91356
18 / 3303

GO:0009059
macromolecule biosynthetic process

0.52363
14 / 2011

GO:0009889
regulation of biosynthetic process

0.07207
12 / 1110

GO:0009891
positive regulation of biosynthetic process

0.01600
6 / 298

GO:0009893
positive regulation of metabolic process

0.04915
6 / 388

GO:0009987
cellular process

0.96456
33 / 5770

GO:0010467
gene expression

0.20011
14 / 1605

GO:0010468
regulation of gene expression

0.03683
13 / 1114

GO:0010556
regulation of macromolecule biosynthetic process

0.05014
12 / 1047

GO:0010557
positive regulation of macromolecule biosynthetic process

0.00826
6 / 258

GO:0010604
positive regulation of macromolecule metabolic process

0.00953
6 / 266

GO:0010628
positive regulation of gene expression

0.00767
6 / 254

GO:0016070
RNA metabolic process

0.28259
13 / 1583

GO:0018130
heterocycle biosynthetic process

0.24193
12 / 1396

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.05200
12 / 1053

GO:0019222
regulation of metabolic process

0.19599
13 / 1466

GO:0019438
aromatic compound biosynthetic process

0.30717
12 / 1476

GO:0031323
regulation of cellular metabolic process

0.12891
12 / 1229

GO:0031325
positive regulation of cellular metabolic process

0.00986
6 / 268

GO:0031326
regulation of cellular biosynthetic process

0.05719
12 / 1069

GO:0031328
positive regulation of cellular biosynthetic process

0.00872
6 / 261

GO:0032774
RNA biosynthetic process

0.05619
12 / 1066

GO:0034641
cellular nitrogen compound metabolic process

0.63905
15 / 2304

GO:0034645
cellular macromolecule biosynthetic process

0.47138
14 / 1949

GO:0034654
nucleobase−containing compound biosynthetic process

0.10903
12 / 1192

GO:0043170
macromolecule metabolic process

0.77550
22 / 3566

GO:0044237
cellular metabolic process

0.92233
27 / 4690

GO:0044238
primary metabolic process

0.87241
28 / 4672

GO:0044249
cellular biosynthetic process

0.80488
18 / 3022

GO:0044260
cellular macromolecule metabolic process

0.73011
21 / 3336

GO:0044271
cellular nitrogen compound biosynthetic process

0.22886
12 / 1379

GO:0045893
positive regulation of transcription, DNA−templated

0.00610
6 / 242

GO:0045935
positive regulation of nucleobase−containing compound metabo...

0.00685
6 / 248

GO:0046483
heterocycle metabolic process

0.73067
14 / 2284

GO:0048518
positive regulation of biological process

0.14571
6 / 521

GO:0048522
positive regulation of cellular process

0.03662
6 / 361

GO:0050789
regulation of biological process

0.59434
16 / 2393

GO:0050794
regulation of cellular process

0.38237
15 / 1985

GO:0051171
regulation of nitrogen compound metabolic process

0.05719
12 / 1069

GO:0051173
positive regulation of nitrogen compound metabolic process

0.00712
6 / 250

GO:0051252
regulation of RNA metabolic process

0.03407
12 / 987

GO:0051254
positive regulation of RNA metabolic process

0.00610
6 / 242

GO:0060255
regulation of macromolecule metabolic process

0.07194
13 / 1231

GO:0065007
biological regulation

0.75726
16 / 2631

GO:0071704
organic substance metabolic process

0.89293
30 / 5023

GO:0080090
regulation of primary metabolic process

0.12389
12 / 1220

GO:0090304
nucleic acid metabolic process

0.37345
14 / 1833

GO:0097659
nucleic acid−templated transcription

0.05553
12 / 1064

GO:1901360
organic cyclic compound metabolic process

0.67055
16 / 2497

GO:1901362
organic cyclic compound biosynthetic process

0.29946
13 / 1604

GO:1901576
organic substance biosynthetic process

0.87483
18 / 3183

GO:1902680
positive regulation of RNA biosynthetic process

0.00610
6 / 242

GO:1903506
regulation of nucleic acid−templated transcription

0.03247
12 / 980

GO:1903508
positive regulation of nucleic acid−templated transcription

0.00610
6 / 242

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.05014
12 / 1047

GO:2001141
regulation of RNA biosynthetic process

0.03247
12 / 980


