
GO:0006139
nucleobase−containing compound metabolic process

0.000391
177 / 2529

GO:0006259
DNA metabolic process

1.98e−08
54 / 433

GO:0006260
DNA replication

3.16e−13
40 / 193

GO:0006261
DNA−dependent DNA replication

4.47e−15
32 / 111

GO:0006325
chromatin organization

7.28e−12
55 / 361

GO:0006464
cellular protein modification process

0.006540
105 / 1492

GO:0006479
protein methylation

4.02e−12
39 / 199

GO:0006725
cellular aromatic compound metabolic process

0.001044
196 / 2897

GO:0006807
nitrogen compound metabolic process

3.96e−05
215 / 3051

GO:0006996
organelle organization

3.78e−16
141 / 1280

GO:0008150
biological_process

1.000000
650 / 11628

GO:0008152
metabolic process

0.002784
420 / 6905

GO:0008213
protein alkylation

4.02e−12
39 / 199

GO:0009058
biosynthetic process

9.23e−05
267 / 3972

GO:0009059
macromolecule biosynthetic process

0.000510
171 / 2443

GO:0009987
cellular process

0.000670
438 / 7141

GO:0016043
cellular component organization

2.73e−12
189 / 2123

GO:0016568
chromatin modification

1.47e−10
46 / 293

GO:0016569
covalent chromatin modification

5.38e−10
43 / 273

GO:0016570
histone modification

1.07e−10
41 / 240

GO:0016571
histone methylation

4.71e−12
38 / 191

GO:0018022
peptidyl−lysine methylation

1.59e−13
37 / 164

GO:0018193
peptidyl−amino acid modification

1.01e−09
42 / 268

GO:0018205
peptidyl−lysine modification

2.90e−11
40 / 221

GO:0019538
protein metabolic process

0.009249
165 / 2507

GO:0032259
methylation
5.54e−06
42 / 363

GO:0034641
cellular nitrogen compound metabolic process

0.000151
195 / 2781

GO:0034645
cellular macromolecule biosynthetic process

0.002274
162 / 2372

GO:0034968
histone lysine methylation

1.30e−13
37 / 163

GO:0036211
protein modification process

0.006540
105 / 1492

GO:0043170
macromolecule metabolic process

0.000534
289 / 4451

GO:0043412
macromolecule modification

0.002145
125 / 1761

GO:0043414
macromolecule methylation

3.90e−06
42 / 358

GO:0043933
macromolecular complex subunit organization

4.17e−16
106 / 839

GO:0044237
cellular metabolic process

0.001908
355 / 5701

GO:0044238
primary metabolic process

6.71e−05
373 / 5819

GO:0044249
cellular biosynthetic process

8.32e−05
248 / 3642

GO:0044260
cellular macromolecule metabolic process

0.002393
266 / 4146

GO:0044267
cellular protein metabolic process

0.020313
147 / 2257

GO:0044699
single−organism process

1.33e−06
418 / 6443

GO:0044710
single−organism metabolic process

3.50e−07
269 / 3756

GO:0044763
single−organism cellular process

1.44e−07
339 / 4925

GO:0046483
heterocycle metabolic process

0.000303
192 / 2765

GO:0051276
chromosome organization

1.66e−10
60 / 447

GO:0071704
organic substance metabolic process

0.000138
393 / 6221

GO:0071840
cellular component organization or biogenesis

8.34e−13
210 / 2413

GO:0090304
nucleic acid metabolic process

0.001395
155 / 2230

GO:1901360
organic cyclic compound metabolic process

0.000156
211 / 3049

GO:1901576
organic substance biosynthetic process

3.05e−05
263 / 3848

GO:1902589
single−organism organelle organization

4.13e−11
82 / 692


