
GO:0003002
regionalization

0.036480
6 / 174

GO:0006139
nucleobase−containing compound metabolic process

0.101968
47 / 2809

GO:0006259
DNA metabolic process

0.051909
12 / 503

GO:0006304
DNA modification

0.000846
8 / 141

GO:0006305
DNA alkylation

0.000807
8 / 140

GO:0006725
cellular aromatic compound metabolic process

0.070628
52 / 3068

GO:0006778
porphyrin−containing compound metabolic process

0.005889
7 / 153

GO:0006779
porphyrin−containing compound biosynthetic process

0.001447
7 / 119

GO:0006807
nitrogen compound metabolic process

0.107519
53 / 3226

GO:0007275
multicellular organismal development

0.191036
36 / 2213

GO:0007389
pattern specification process

0.159125
6 / 259

GO:0008150
biological_process

1.000000
159 / 11285

GO:0008152
metabolic process

0.308437
98 / 6700

GO:0009058
biosynthetic process

0.013465
71 / 4050

GO:0009893
positive regulation of metabolic process

0.000127
18 / 476

GO:0009954
proximal/distal pattern formation

0.000550
3 / 12

GO:0009987
cellular process

0.283224
103 / 7026

GO:0015994
chlorophyll metabolic process

0.002966
7 / 135

GO:0015995
chlorophyll biosynthetic process

0.000582
7 / 102

GO:0018130
heterocycle biosynthetic process

0.025532
36 / 1857

GO:0019222
regulation of metabolic process

0.004124
39 / 1826

GO:0019438
aromatic compound biosynthetic process

0.057919
35 / 1914

GO:0032501
multicellular organismal process

0.257301
37 / 2359

GO:0032502
developmental process

0.319872
38 / 2494

GO:0033013
tetrapyrrole metabolic process

0.005889
7 / 153

GO:0033014
tetrapyrrole biosynthetic process

0.001518
7 / 120

GO:0034641
cellular nitrogen compound metabolic process

0.074237
51 / 3011

GO:0042440
pigment metabolic process

0.005402
9 / 231

GO:0043170
macromolecule metabolic process

0.021446
78 / 4611

GO:0043412
macromolecule modification

0.066897
33 / 1809

GO:0044237
cellular metabolic process

0.150078
87 / 5679

GO:0044238
primary metabolic process

0.158608
88 / 5766

GO:0044249
cellular biosynthetic process

0.020659
65 / 3715

GO:0044260
cellular macromolecule metabolic process

0.083002
70 / 4332

GO:0044271
cellular nitrogen compound biosynthetic process

0.056488
34 / 1846

GO:0044699
single−organism process

0.675175
86 / 6268

GO:0044707
single−multicellular organism process

0.205486
36 / 2231

GO:0044710
single−organism metabolic process

0.469954
52 / 3628

GO:0044711
single−organism biosynthetic process

0.350795
31 / 2040

GO:0044763
single−organism cellular process

0.354559
71 / 4841

GO:0044767
single−organism developmental process

0.273269
38 / 2445

GO:0046148
pigment biosynthetic process

0.005615
8 / 191

GO:0046483
heterocycle metabolic process

0.032177
53 / 2989

GO:0048518
positive regulation of biological process

1.31e−05
25 / 695

GO:0050789
regulation of biological process

0.005482
56 / 2922

GO:0051186
cofactor metabolic process

0.020266
11 / 385

GO:0051188
cofactor biosynthetic process

0.001517
9 / 191

GO:0065007
biological regulation

0.009812
59 / 3198

GO:0071704
organic substance metabolic process

0.152477
93 / 6111

GO:0090304
nucleic acid metabolic process

0.070974
44 / 2536

GO:1901360
organic cyclic compound metabolic process

0.078308
54 / 3224

GO:1901362
organic cyclic compound biosynthetic process

0.075053
37 / 2087

GO:1901564
organonitrogen compound metabolic process

0.305374
16 / 980

GO:1901566
organonitrogen compound biosynthetic process

0.406319
11 / 704

GO:1901576
organic substance biosynthetic process

0.023295
68 / 3939


