
GO:0006139
nucleobase−containing compound metabolic process

0.438967
132 / 2518

GO:0006396
RNA processing

6.09e−05
40 / 405

GO:0006725
cellular aromatic compound metabolic process

0.342423
154 / 2891

GO:0006807
nitrogen compound metabolic process

0.147230
171 / 3084

GO:0008150
biological_process

1.000000
650 / 12584

GO:0008152
metabolic process

0.049634
390 / 7149

GO:0009892
negative regulation of metabolic process

0.036844
31 / 429

GO:0009987
cellular process

0.027670
405 / 7379

GO:0010033
response to organic substance

0.843738
64 / 1381

GO:0010267
production of ta−siRNAs involved in RNA interference

4.60e−05
14 / 79

GO:0010467
gene expression

0.574517
100 / 1961

GO:0010468
regulation of gene expression

0.781034
70 / 1466

GO:0010605
negative regulation of macromolecule metabolic process

0.024390
28 / 366

GO:0010608
posttranscriptional regulation of gene expression

0.003299
19 / 185

GO:0010629
negative regulation of gene expression

0.011784
27 / 329

GO:0014070
response to organic cyclic compound

0.392991
22 / 396

GO:0016070
RNA metabolic process

0.391614
106 / 1996

GO:0016246
RNA interference

0.000696
16 / 125

GO:0016441
posttranscriptional gene silencing

0.001864
16 / 137

GO:0016458
gene silencing

0.000303
26 / 241

GO:0019222
regulation of metabolic process

0.486865
95 / 1826

GO:0030422
production of siRNA involved in RNA interference

0.000160
15 / 99

GO:0031047
gene silencing by RNA

0.000307
23 / 202

GO:0031050
dsRNA fragmentation

0.000251
15 / 103

GO:0034641
cellular nitrogen compound metabolic process

0.195940
154 / 2801

GO:0035194
posttranscriptional gene silencing by RNA

0.001364
16 / 133

GO:0040029
regulation of gene expression, epigenetic

0.002886
26 / 281

GO:0042221
response to chemical

0.679015
96 / 1931

GO:0043170
macromolecule metabolic process

0.438409
235 / 4505

GO:0043331
response to dsRNA

0.000251
15 / 103

GO:0044237
cellular metabolic process

0.058737
323 / 5868

GO:0044238
primary metabolic process

0.108040
324 / 5966

GO:0044260
cellular macromolecule metabolic process

0.486349
218 / 4204

GO:0044699
single−organism process

0.112452
365 / 6766

GO:0044710
single−organism metabolic process

0.012806
228 / 3904

GO:0044763
single−organism cellular process

0.040700
287 / 5134

GO:0046483
heterocycle metabolic process

0.195860
153 / 2782

GO:0048519
negative regulation of biological process

0.540347
34 / 662

GO:0050789
regulation of biological process

0.528698
154 / 2988

GO:0050896
response to stimulus

0.571707
184 / 3593

GO:0051716
cellular response to stimulus

0.175969
89 / 1566

GO:0060255
regulation of macromolecule metabolic process

0.602549
79 / 1563

GO:0065007
biological regulation

0.500179
170 / 3283

GO:0070887
cellular response to chemical stimulus

0.391023
37 / 679

GO:0070918
production of small RNA involved in gene silencing by RNA

0.000251
15 / 103

GO:0071310
cellular response to organic substance

0.416688
33 / 610

GO:0071359
cellular response to dsRNA

0.000251
15 / 103

GO:0071407
cellular response to organic cyclic compound

0.076641
18 / 242

GO:0071704
organic substance metabolic process

0.105998
346 / 6389

GO:0090304
nucleic acid metabolic process

0.317496
122 / 2266

GO:1901360
organic cyclic compound metabolic process

0.143666
169 / 3043

GO:1901698
response to nitrogen compound

0.095451
23 / 333

GO:1901699
cellular response to nitrogen compound

0.000140
17 / 120


