
GO:0000271
polysaccharide biosynthetic process

0.006689
22 / 213

GO:0005975
carbohydrate metabolic process

0.001674
60 / 702

GO:0005976
polysaccharide metabolic process

0.001230
29 / 272

GO:0005982
starch metabolic process

9.00e−05
17 / 103

GO:0006073
cellular glucan metabolic process

0.000313
24 / 191

GO:0006139
nucleobase−containing compound metabolic process

0.085012
150 / 2324

GO:0006351
transcription, DNA−templated

0.015453
82 / 1115

GO:0006355
regulation of transcription, DNA−templated

0.002881
77 / 969

GO:0006725
cellular aromatic compound metabolic process

0.092905
166 / 2598

GO:0006807
nitrogen compound metabolic process

0.052331
172 / 2647

GO:0008150
biological_process

1.000000
505 / 8619

GO:0008152
metabolic process

0.178829
319 / 5269

GO:0009058
biosynthetic process

0.612298
178 / 3081

GO:0009059
macromolecule biosynthetic process

0.485287
119 / 2018

GO:0009250
glucan biosynthetic process

0.000283
19 / 134

GO:0009889
regulation of biosynthetic process

0.032571
79 / 1106

GO:0009891
positive regulation of biosynthetic process

0.000788
33 / 315

GO:0009893
positive regulation of metabolic process

0.004705
34 / 365

GO:0009987
cellular process

0.298878
330 / 5529

GO:0010467
gene expression

0.202527
115 / 1828

GO:0010468
regulation of gene expression

0.014061
83 / 1126

GO:0010556
regulation of macromolecule biosynthetic process

0.020459
77 / 1051

GO:0010557
positive regulation of macromolecule biosynthetic process

0.000304
31 / 274

GO:0010604
positive regulation of macromolecule metabolic process

0.000567
31 / 284

GO:0010628
positive regulation of gene expression

0.000267
31 / 272

GO:0016051
carbohydrate biosynthetic process

0.049033
28 / 345

GO:0016070
RNA metabolic process

0.027956
123 / 1798

GO:0018130
heterocycle biosynthetic process

0.084637
101 / 1519

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.021754
77 / 1054

GO:0019222
regulation of metabolic process

0.156724
91 / 1406

GO:0019252
starch biosynthetic process

2.37e−05
16 / 84

GO:0019438
aromatic compound biosynthetic process

0.162790
103 / 1607

GO:0031323
regulation of cellular metabolic process

0.159560
79 / 1211

GO:0031325
positive regulation of cellular metabolic process

0.000639
31 / 286

GO:0031326
regulation of cellular biosynthetic process

0.028706
77 / 1068

GO:0031328
positive regulation of cellular biosynthetic process

0.000346
31 / 276

GO:0032774
RNA biosynthetic process

0.016111
82 / 1117

GO:0033692
cellular polysaccharide biosynthetic process

0.002015
22 / 193

GO:0034637
cellular carbohydrate biosynthetic process

0.001159
24 / 209

GO:0034641
cellular nitrogen compound metabolic process

0.032589
165 / 2494

GO:0034645
cellular macromolecule biosynthetic process

0.432268
119 / 1997

GO:0034654
nucleobase−containing compound biosynthetic process

0.137507
89 / 1362

GO:0043170
macromolecule metabolic process

0.233846
226 / 3715

GO:0044042
glucan metabolic process

0.000313
24 / 191

GO:0044237
cellular metabolic process

0.204795
278 / 4583

GO:0044238
primary metabolic process

0.117751
280 / 4550

GO:0044249
cellular biosynthetic process

0.502732
171 / 2912

GO:0044260
cellular macromolecule metabolic process

0.359034
211 / 3527

GO:0044262
cellular carbohydrate metabolic process

0.001343
32 / 312

GO:0044264
cellular polysaccharide metabolic process

0.001398
27 / 249

GO:0044271
cellular nitrogen compound biosynthetic process

0.080262
101 / 1515

GO:0044699
single−organism process

0.091079
296 / 4797

GO:0044710
single−organism metabolic process

0.064022
181 / 2814

GO:0044711
single−organism biosynthetic process

0.326524
90 / 1466

GO:0044723
single−organism carbohydrate metabolic process

0.019193
43 / 533

GO:0044763
single−organism cellular process

0.206538
228 / 3732

GO:0045893
positive regulation of transcription, DNA−templated

0.000135
31 / 262

GO:0045935
positive regulation of nucleobase−containing compound metabo...

0.000179
31 / 266

GO:0046483
heterocycle metabolic process

0.039461
164 / 2492

GO:0048518
positive regulation of biological process

0.001720
49 / 547

GO:0048522
positive regulation of cellular process

0.000268
43 / 424

GO:0050789
regulation of biological process

0.617631
134 / 2329

GO:0050794
regulation of cellular process

0.636237
114 / 1993

GO:0051171
regulation of nitrogen compound metabolic process

0.020661
78 / 1067

GO:0051173
positive regulation of nitrogen compound metabolic process

0.000205
31 / 268

GO:0051252
regulation of RNA metabolic process

0.003484
77 / 976

GO:0051254
positive regulation of RNA metabolic process

0.000135
31 / 262

GO:0060255
regulation of macromolecule metabolic process

0.076662
83 / 1221

GO:0065007
biological regulation

0.501513
146 / 2485

GO:0071704
organic substance metabolic process

0.100838
298 / 4842

GO:0080090
regulation of primary metabolic process

0.117786
79 / 1187

GO:0090304
nucleic acid metabolic process

0.069731
136 / 2076

GO:0097659
nucleic acid−templated transcription

0.015453
82 / 1115

GO:1901360
organic cyclic compound metabolic process

0.061032
172 / 2660

GO:1901362
organic cyclic compound biosynthetic process

0.178370
107 / 1682

GO:1901576
organic substance biosynthetic process

0.501935
177 / 3014

GO:1902680
positive regulation of RNA biosynthetic process

0.000135
31 / 262

GO:1903506
regulation of nucleic acid−templated transcription

0.002881
77 / 969

GO:1903508
positive regulation of nucleic acid−templated transcription

0.000135
31 / 262

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.020459
77 / 1051

GO:2001141
regulation of RNA biosynthetic process

0.002881
77 / 969


