
GO:0003674
molecular_function

1.000000
1039 / 10131

GO:0003824
catalytic activity

0.019427
422 / 3811

GO:0003993
acid phosphatase activity

6.29e−05
10 / 24

GO:0005215
transporter activity

0.079173
63 / 516

GO:0005351
sugar:proton symporter activity

0.000760
12 / 42

GO:0005402
cation:sugar symporter activity

0.000760
12 / 42

GO:0008324
cation transmembrane transporter activity

0.142270
25 / 195

GO:0015075
ion transmembrane transporter activity

0.120971
35 / 279

GO:0015144
carbohydrate transmembrane transporter activity

0.000243
15 / 54

GO:0015291
secondary active transmembrane transporter activity

0.033907
20 / 127

GO:0015293
symporter activity

0.001499
13 / 51

GO:0015294
solute:cation symporter activity

0.001230
13 / 50

GO:0015295
solute:proton symporter activity

0.000760
12 / 42

GO:0016787
hydrolase activity

0.009087
164 / 1351

GO:0016788
hydrolase activity, acting on ester bonds

0.003825
64 / 449

GO:0016791
phosphatase activity

0.314297
18 / 154

GO:0022804
active transmembrane transporter activity

0.003722
38 / 238

GO:0022857
transmembrane transporter activity

0.008647
58 / 415

GO:0022891
substrate−specific transmembrane transporter activity

0.085907
44 / 349

GO:0022892
substrate−specific transporter activity

0.207554
46 / 397

GO:0042578
phosphoric ester hydrolase activity

0.120362
25 / 191

GO:0051119
sugar transmembrane transporter activity

0.000153
15 / 52

GO:1901476
carbohydrate transporter activity

0.000243
15 / 54


