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RNA methylation

< 1e−20
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nucleobase−containing compound metabolic process

2.39e−17
602 / 2900

GO:0006725
cellular aromatic compound metabolic process

1.01e−15
649 / 3223

GO:0006807
nitrogen compound metabolic process

5.20e−16
674 / 3362
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organelle organization

< 1e−20
359 / 1456
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biological_process

1
1875 / 11955
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metabolic process

7.60e−15
1257 / 7063

GO:0009451
RNA modification

1.63e−15
98 / 283

GO:0009987
cellular process

9.86e−15
1317 / 7467

GO:0016043
cellular component organization

2.00e−17
487 / 2241

GO:0016070
RNA metabolic process

1.24e−11
449 / 2187

GO:0032259
methylation

< 1e−20
170 / 496

GO:0034641
cellular nitrogen compound metabolic process

1.26e−15
631 / 3120

GO:0043170
macromolecule metabolic process

< 1e−20
941 / 4809

GO:0043412
macromolecule modification

9.11e−11
400 / 1934

GO:0043414
macromolecule methylation

< 1e−20
170 / 490

GO:0044237
cellular metabolic process

2.06e−17
1117 / 6056

GO:0044238
primary metabolic process

9.02e−17
1112 / 6046

GO:0044260
cellular macromolecule metabolic process

< 1e−20
894 / 4536

GO:0046483
heterocycle metabolic process

1.42e−15
627 / 3098

GO:0071704
organic substance metabolic process

3.52e−17
1171 / 6414

GO:0071840
cellular component organization or biogenesis

< 1e−20
547 / 2458

GO:0090304
nucleic acid metabolic process

9.90e−15
529 / 2553

GO:1901360
organic cyclic compound metabolic process

8.97e−15
663 / 3336


