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GTPase activity
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transporter activity
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poly−pyrimidine tract binding
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anion transmembrane transporter activity
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ion transmembrane transporter activity
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127 / 281
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chlorophyll binding
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pyrophosphatase activity
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125 / 288

GO:0016491
oxidoreductase activity
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305 / 686
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hydrolase activity

0.293290
433 / 1094

GO:0016817
hydrolase activity, acting on acid anhydrides
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131 / 299

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.033947
130 / 295

GO:0017111
nucleoside−triphosphatase activity
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117 / 275

GO:0022857
transmembrane transporter activity
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192 / 445

GO:0022891
substrate−specific transmembrane transporter activity

0.010651
159 / 355

GO:0022892
substrate−specific transporter activity

0.033871
169 / 390

GO:0046906
tetrapyrrole binding
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88 / 180
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organic cyclic compound binding
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871 / 2345
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heterocyclic compound binding
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871 / 2341


