
GO:0000975
regulatory region DNA binding

0.05563
7 / 25

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.00163
7 / 14

GO:0001067
regulatory region nucleic acid binding

0.05563
7 / 25

GO:0001071
nucleic acid binding transcription factor activity

5.14e−06
130 / 632

GO:0003674
molecular_function

1.00000
1314 / 9196

GO:0003676
nucleic acid binding

0.00671
225 / 1362

GO:0003677
DNA binding

0.01997
129 / 764

GO:0003700
sequence−specific DNA binding transcription factor activity

4.73e−06
130 / 631

GO:0003824
catalytic activity

0.99577
477 / 3636

GO:0004518
nuclease activity

0.00667
23 / 95

GO:0004527
exonuclease activity

0.00100
11 / 28

GO:0005488
binding
0.48084

612 / 4274

GO:0016740
transferase activity

0.08745
218 / 1407

GO:0016757
transferase activity, transferring glycosyl groups

0.03715
47 / 255

GO:0016758
transferase activity, transferring hexosyl groups

0.10039
30 / 166

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.00627
7 / 17

GO:0016787
hydrolase activity

0.98658
154 / 1250

GO:0016788
hydrolase activity, acting on ester bonds

0.45534
54 / 370

GO:0043565
sequence−specific DNA binding

0.06051
29 / 152

GO:0044212
transcription regulatory region DNA binding

0.05563
7 / 25

GO:0097159
organic cyclic compound binding

0.20892
404 / 2737

GO:1901363
heterocyclic compound binding

0.21416
403 / 2732


