
GO:0001871
pattern binding

6.47e−06
12 / 15

GO:0003674
molecular_function

1.000000
2127 / 9001

GO:0003824
catalytic activity

8.39e−14
1046 / 3801

GO:0005488
binding

0.466187
972 / 4104

GO:0008233
peptidase activity

0.000163
80 / 235

GO:0016787
hydrolase activity

1.22e−07
388 / 1322

GO:0030246
carbohydrate binding

0.005564
30 / 82

GO:0030247
polysaccharide binding

6.47e−06
12 / 15


