
GO:0000166

nucleotide binding

3.22e−10
901 / 1728

GO:0001882

nucleoside binding

7.95e−08

660 / 1262

GO:0001883

purine nucleoside binding

6.86e−08
659 / 1259

GO:0003674

molecular_function

1.000000

4368 / 9622

GO:0003824

catalytic activity

< 1e−20

2153 / 4245

GO:0005488

binding

3.00e−07

2205 / 4588

GO:0005524

ATP binding

3.45e−09

570 / 1059

GO:0017076

purine nucleotide binding

4.10e−08

662 / 1262

GO:0030554

adenyl nucleotide binding

3.66e−08

609 / 1152

GO:0032549

ribonucleoside binding

9.41e−08
659 / 1261

GO:0032550

purine ribonucleoside binding

6.86e−08

659 / 1259

GO:0032553

ribonucleotide binding

5.35e−08

667 / 1274

GO:0032555

purine ribonucleotide binding

5.78e−08

660 / 1260

GO:0032559

adenyl ribonucleotide binding

3.66e−08

609 / 1152

GO:0035639

purine ribonucleoside triphosphate binding

6.82e−09
621 / 1167

GO:0036094

small molecule binding

4.79e−10
919 / 1768

GO:0043167

ion binding

5.92e−05
1243 / 2554

GO:0043168

anion binding

2.77e−08

775 / 1494

GO:0097159

organic cyclic compound binding

0.000182
1456 / 3028

GO:0097367

carbohydrate derivative binding

9.62e−08
671 / 1286

GO:1901265

nucleoside phosphate binding

3.22e−10

901 / 1728

GO:1901363

heterocyclic compound binding

0.000207
1452 / 3021


