
GO:0003674
molecular_function

1.000000
3871 / 9508

GO:0003676
nucleic acid binding

0.004430
602 / 1369

GO:0003723
RNA binding

1.20e−05
175 / 336

GO:0003824
catalytic activity

0.998037
1373 / 3535

GO:0004175
endopeptidase activity

0.113335
58 / 125

GO:0004222
metalloendopeptidase activity

0.000124
10 / 10

GO:0005488
binding

0.008917
1855 / 4416

GO:0005515
protein binding

1.81e−10
597 / 1217

GO:0008233
peptidase activity

0.041348
110 / 237

GO:0008237
metallopeptidase activity

0.000398
16 / 20

GO:0016787
hydrolase activity

0.556388
501 / 1235

GO:0031072
heat shock protein binding

2.68e−05
42 / 63

GO:0051082
unfolded protein binding

2.93e−06
45 / 65

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.084509
103 / 227

GO:0097159
organic cyclic compound binding

0.612824
1122 / 2770

GO:1901363
heterocyclic compound binding

0.650173
1117 / 2763


