
GO:0003674
molecular_function

1.000000
1531 / 8055

GO:0003824
catalytic activity

5.18e−10
739 / 3326

GO:0004364
glutathione transferase activity

1.56e−06
18 / 31

GO:0005488
binding

0.474447
760 / 3990

GO:0016491
oxidoreductase activity

2.93e−11
187 / 637

GO:0016740
transferase activity

1.07e−05
311 / 1335

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.000174
22 / 54

GO:0020037
heme binding

1.55e−06
54 / 154

GO:0046906
tetrapyrrole binding

3.77e−06
54 / 158

GO:0097159
organic cyclic compound binding

0.208237
509 / 2605

GO:1901363
heterocyclic compound binding

0.234648
506 / 2597


