
GO:0000166
nucleotide binding

0.026129
95 / 1213

GO:0001882
nucleoside binding

0.001340
85 / 957

GO:0001883
purine nucleoside binding

0.001298
85 / 956

GO:0003674
molecular_function

1.000000
475 / 7292

GO:0003824
catalytic activity

0.000595
239 / 3140

GO:0005488
binding

0.036656
245 / 3464

GO:0005524
ATP binding

0.000342
79 / 838

GO:0016740
transferase activity

0.000276
118 / 1355

GO:0016757
transferase activity, transferring glycosyl groups

2.18e−05
38 / 289

GO:0016758
transferase activity, transferring hexosyl groups

2.15e−05
29 / 195

GO:0017076
purine nucleotide binding

0.001428
85 / 959

GO:0030554
adenyl nucleotide binding

0.000669
82 / 896

GO:0032549
ribonucleoside binding

0.001298
85 / 956

GO:0032550
purine ribonucleoside binding

0.001298
85 / 956

GO:0032553
ribonucleotide binding

0.001669
85 / 964

GO:0032555
purine ribonucleotide binding

0.001298
85 / 956

GO:0032559
adenyl ribonucleotide binding

0.000669
82 / 896

GO:0035639
purine ribonucleoside triphosphate binding

0.000717
82 / 898

GO:0036094
small molecule binding

0.018601
98 / 1239

GO:0043167
ion binding
0.006657

151 / 1951

GO:0043168
anion binding

0.007056
91 / 1098

GO:0097159
organic cyclic compound binding

0.105561
156 / 2201

GO:0097367
carbohydrate derivative binding

0.001747
86 / 979

GO:1901265
nucleoside phosphate binding

0.026129
95 / 1213

GO:1901363
heterocyclic compound binding

0.138486
154 / 2195


