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molecular_function

1.000000
781 / 11885

GO:0003824
catalytic activity

0.491092
306 / 4645

GO:0004812
aminoacyl−tRNA ligase activity

0.000940
9 / 40

GO:0005488
binding

0.138356
380 / 5552

GO:0005515
protein binding

0.001164
124 / 1456

GO:0016874
ligase activity

0.010920
20 / 175

GO:0016875
ligase activity, forming carbon−oxygen bonds

0.000940
9 / 40

GO:0016876
ligase activity, forming aminoacyl−tRNA and related compound...

0.000940
9 / 40

GO:0051082
unfolded protein binding

0.000496
14 / 78


