
GO:0003674
molecular_function

1.000000
295 / 8250

GO:0003676
nucleic acid binding

0.731095
33 / 1006

GO:0003723
RNA binding

0.031368
15 / 247

GO:0003727
single−stranded RNA binding

0.000901
5 / 22

GO:0003824
catalytic activity

0.731334
119 / 3458

GO:0004721
phosphoprotein phosphatase activity

0.005125
8 / 75

GO:0004722
protein serine/threonine phosphatase activity

0.001233
8 / 60

GO:0005488
binding

0.419679
138 / 3798

GO:0008187
poly−pyrimidine tract binding

0.001600
4 / 15

GO:0016168
chlorophyll binding

0.000120
6 / 23

GO:0016787
hydrolase activity

0.688815
38 / 1131

GO:0016788
hydrolase activity, acting on ester bonds

0.527493
12 / 332

GO:0016791
phosphatase activity

0.003026
11 / 117

GO:0042578
phosphoric ester hydrolase activity

0.017662
11 / 149

GO:0046906
tetrapyrrole binding

0.000972
15 / 168

GO:0097159
organic cyclic compound binding

0.418732
87 / 2377

GO:1901363
heterocyclic compound binding

0.407756
87 / 2371


