
GO:0000038
very long−chain fatty acid metabolic process

3.15e−08
15 / 32

GO:0006082
organic acid metabolic process

0.17270
75 / 734

GO:0006629
lipid metabolic process

5.79e−05
97 / 722

GO:0006631
fatty acid metabolic process

0.01400
29 / 207

GO:0007275
multicellular organismal development

0.01069
196 / 1847

GO:0008150
biological_process

1.00000
828 / 9012

GO:0008152
metabolic process

0.20369
498 / 5293

GO:0008202
steroid metabolic process

5.71e−07
33 / 144

GO:0009987
cellular process

0.31471
521 / 5595

GO:0010817
regulation of hormone levels

2.18e−10
55 / 245

GO:0019752
carboxylic acid metabolic process

0.16671
72 / 701

GO:0032501
multicellular organismal process

0.04457
203 / 1992

GO:0032502
developmental process

0.02997
216 / 2106

GO:0032787
monocarboxylic acid metabolic process

0.29358
45 / 450

GO:0042335
cuticle development

5.10e−07
13 / 29

GO:0043436
oxoacid metabolic process

0.16953
75 / 733

GO:0044237
cellular metabolic process

0.66982
398 / 4392

GO:0044238
primary metabolic process

0.51989
414 / 4508

GO:0044255
cellular lipid metabolic process

0.08153
58 / 527

GO:0044281
small molecule metabolic process

0.02722
125 / 1160

GO:0044699
single−organism process

0.00102
510 / 5091

GO:0044707
single−multicellular organism process

0.01077
198 / 1868

GO:0044710
single−organism metabolic process

0.18957
265 / 2758

GO:0044763
single−organism cellular process

0.01744
383 / 3851

GO:0044767
single−organism developmental process

0.02109
213 / 2056

GO:0048856
anatomical structure development

0.02104
199 / 1910

GO:0065007
biological regulation

1.82e−05
305 / 2739

GO:0065008
regulation of biological quality

6.52e−07
89 / 582

GO:0071704
organic substance metabolic process

0.22799
453 / 4814

GO:1901360
organic cyclic compound metabolic process

0.81748
213 / 2433


