
GO:0000226
microtubule cytoskeleton organization

0.610287
6 / 86

GO:0006139
nucleobase−containing compound metabolic process

0.999606
104 / 1856

GO:0006259
DNA metabolic process

0.990600
15 / 340

GO:0006281
DNA repair
0.524338
10 / 134

GO:0006301
postreplication repair

0.000858
8 / 29

GO:0006461
protein complex assembly

0.655434
18 / 263

GO:0006662
glycerol ether metabolic process

0.007995
5 / 18

GO:0006725
cellular aromatic compound metabolic process

0.999920
118 / 2127

GO:0006807
nitrogen compound metabolic process

0.998957
133 / 2246

GO:0006950
response to stress

0.469244
119 / 1608

GO:0006974
cellular response to DNA damage stimulus

0.598531
11 / 156

GO:0006996
organelle organization

0.999263
38 / 801

GO:0007010
cytoskeleton organization

0.789175
11 / 182

GO:0007017
microtubule−based process

0.747986
7 / 115

GO:0007020
microtubule nucleation

0.006509
6 / 24

GO:0008150
biological_process

1.000000
639 / 8718

GO:0008152
metabolic process

0.992737
336 / 4980

GO:0009743
response to carbohydrate

0.100146
17 / 166

GO:0009987
cellular process

0.998725
347 / 5221

GO:0010033
response to organic substance

0.290947
93 / 1200

GO:0016043
cellular component organization

0.996837
73 / 1303

GO:0018904
ether metabolic process

0.007995
5 / 18

GO:0022607
cellular component assembly

0.722567
22 / 332

GO:0031109
microtubule polymerization or depolymerization

0.014193
6 / 28

GO:0033554
cellular response to stress

0.640782
38 / 542

GO:0034284
response to monosaccharide

0.004571
13 / 79

GO:0034622
cellular macromolecular complex assembly

0.483943
19 / 252

GO:0034641
cellular nitrogen compound metabolic process

0.999599
118 / 2065

GO:0042221
response to chemical

0.079093
131 / 1598

GO:0043170
macromolecule metabolic process

0.995901
205 / 3210

GO:0043623
cellular protein complex assembly

0.363235
17 / 209

GO:0043933
macromolecular complex subunit organization

0.905962
30 / 503

GO:0044085
cellular component biogenesis

0.956779
33 / 582

GO:0044237
cellular metabolic process

0.989610
281 / 4210

GO:0044238
primary metabolic process

0.975613
282 / 4167

GO:0044260
cellular macromolecule metabolic process

0.989086
196 / 3027

GO:0044281
small molecule metabolic process

0.985928
71 / 1208

GO:0044699
single−organism process

0.994248
309 / 4628

GO:0044710
single−organism metabolic process

0.997655
161 / 2614

GO:0044763
single−organism cellular process

0.999104
221 / 3513

GO:0046483
heterocycle metabolic process

0.999654
117 / 2056

GO:0046785
microtubule polymerization

0.011868
6 / 27

GO:0050896
response to stimulus

0.124168
217 / 2775

GO:0051258
protein polymerization

0.191453
8 / 76

GO:0051716
cellular response to stimulus

0.932868
77 / 1214

GO:0065003
macromolecular complex assembly

0.647765
19 / 276

GO:0070271
protein complex biogenesis

0.655434
18 / 263

GO:0071704
organic substance metabolic process

0.989365
301 / 4482

GO:0071822
protein complex subunit organization

0.499007
22 / 295

GO:0071840
cellular component organization or biogenesis

0.998794
83 / 1494

GO:0090304
nucleic acid metabolic process

0.999136
93 / 1659

GO:1901360
organic cyclic compound metabolic process

0.999741
128 / 2231

GO:1901700
response to oxygen−containing compound

0.015304
94 / 1038

GO:1902589
single−organism organelle organization

0.996291
19 / 434


