
GO:0006139
nucleobase−containing compound metabolic process

0.10466
36 / 2199

GO:0006351
transcription, DNA−templated

0.01319
27 / 1304

GO:0006355
regulation of transcription, DNA−templated

0.00966
26 / 1211

GO:0006725
cellular aromatic compound metabolic process

0.11997
40 / 2508

GO:0006807
nitrogen compound metabolic process

0.16941
40 / 2588

GO:0008150
biological_process

1.00000
132 / 9844

GO:0008152
metabolic process

0.20472
84 / 5882

GO:0009058
biosynthetic process

0.53903
45 / 3362

GO:0009059
macromolecule biosynthetic process

0.30794
32 / 2177

GO:0009889
regulation of biosynthetic process

0.03292
26 / 1345

GO:0009987
cellular process

0.04736
92 / 6141

GO:0010467
gene expression

0.03422
32 / 1741

GO:0010468
regulation of gene expression

0.01119
28 / 1349

GO:0010556
regulation of macromolecule biosynthetic process

0.01752
26 / 1272

GO:0016070
RNA metabolic process

0.06516
31 / 1771

GO:0018130
heterocycle biosynthetic process

0.03144
30 / 1598

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.00486
28 / 1268

GO:0019222
regulation of metabolic process

0.03446
31 / 1676

GO:0019438
aromatic compound biosynthetic process

0.03782
31 / 1689

GO:0031323
regulation of cellular metabolic process

0.01521
29 / 1445

GO:0031326
regulation of cellular biosynthetic process

0.02195
26 / 1297

GO:0032774
RNA biosynthetic process

0.01357
27 / 1307

GO:0034641
cellular nitrogen compound metabolic process

0.17408
37 / 2381

GO:0034645
cellular macromolecule biosynthetic process

0.24714
32 / 2114

GO:0034654
nucleobase−containing compound biosynthetic process

0.02371
28 / 1433

GO:0043170
macromolecule metabolic process

0.04582
62 / 3881

GO:0044237
cellular metabolic process

0.13610
72 / 4865

GO:0044238
primary metabolic process

0.09199
75 / 4991

GO:0044249
cellular biosynthetic process

0.34195
44 / 3087

GO:0044260
cellular macromolecule metabolic process

0.05480
58 / 3627

GO:0044271
cellular nitrogen compound biosynthetic process

0.02635
30 / 1575

GO:0046483
heterocycle metabolic process

0.09359
39 / 2386

GO:0050789
regulation of biological process

0.01539
49 / 2773

GO:0050794
regulation of cellular process

0.06280
40 / 2380

GO:0051171
regulation of nitrogen compound metabolic process

0.00617
28 / 1290

GO:0051252
regulation of RNA metabolic process

0.01006
26 / 1215

GO:0060255
regulation of macromolecule metabolic process

0.00883
30 / 1449

GO:0065007
biological regulation

0.01426
53 / 3039

GO:0071704
organic substance metabolic process

0.17779
77 / 5313

GO:0080090
regulation of primary metabolic process

0.01416
29 / 1437

GO:0090304
nucleic acid metabolic process

0.07477
34 / 1998

GO:0097659
nucleic acid−templated transcription

0.01319
27 / 1304

GO:1901360
organic cyclic compound metabolic process

0.24953
39 / 2620

GO:1901362
organic cyclic compound biosynthetic process

0.05738
32 / 1818

GO:1901576
organic substance biosynthetic process

0.58557
43 / 3260

GO:1903506
regulation of nucleic acid−templated transcription

0.00966
26 / 1211

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.01752
26 / 1272

GO:2001141
regulation of RNA biosynthetic process

0.00966
26 / 1211


