
GO:0000166
nucleotide binding

0.078328
103 / 1844

GO:0001882
nucleoside binding

0.001777
88 / 1328

GO:0001883
purine nucleoside binding

0.001699
88 / 1326

GO:0003674
molecular_function

1.000000
589 / 12025

GO:0003824
catalytic activity

0.759619
234 / 4935

GO:0005488
binding

0.026243
292 / 5484

GO:0008794
arsenate reductase (glutaredoxin) activity

5.69e−05
5 / 10

GO:0016491
oxidoreductase activity

0.975406
38 / 1023

GO:0017076
purine nucleotide binding

0.001213
89 / 1329

GO:0030554
adenyl nucleotide binding

0.000248
85 / 1196

GO:0030611
arsenate reductase activity

0.000100
5 / 11

GO:0030613
oxidoreductase activity, acting on phosphorus or arsenic in ...

5.69e−05
5 / 10

GO:0030614
oxidoreductase activity, acting on phosphorus or arsenic in ...

5.69e−05
5 / 10

GO:0032549
ribonucleoside binding

0.001777
88 / 1328

GO:0032550
purine ribonucleoside binding

0.001699
88 / 1326

GO:0032553
ribonucleotide binding

0.001821
89 / 1347

GO:0032555
purine ribonucleotide binding

0.001737
88 / 1327

GO:0032559
adenyl ribonucleotide binding

0.000248
85 / 1196

GO:0036094
small molecule binding

0.032901
109 / 1887

GO:0043167
ion binding
0.002076

181 / 3071

GO:0043168
anion binding

0.001909
103 / 1602

GO:0043531
ADP binding

3.86e−10
25 / 118

GO:0097159
organic cyclic compound binding

0.147501
182 / 3476

GO:0097367
carbohydrate derivative binding

0.001865
90 / 1366

GO:1901265
nucleoside phosphate binding

0.078328
103 / 1844

GO:1901363
heterocyclic compound binding

0.208442
179 / 3467


