
GO:0006139
nucleobase−containing compound metabolic process

6.14e−09
118 / 1716

GO:0006605
protein targeting

2.66e−09
47 / 435

GO:0006626
protein targeting to mitochondrion

5.78e−10
20 / 88

GO:0006725
cellular aromatic compound metabolic process

8.91e−09
133 / 2034

GO:0006753
nucleoside phosphate metabolic process

8.21e−10
40 / 322

GO:0006793
phosphorus metabolic process

0.000457
64 / 993

GO:0006796
phosphate−containing compound metabolic process

0.000106
64 / 944

GO:0006807
nitrogen compound metabolic process

6.46e−07
128 / 2064

GO:0006810
transport
0.006188
70 / 1225

GO:0006839
mitochondrial transport

1.08e−08
20 / 103

GO:0006886
intracellular protein transport

7.88e−09
49 / 480

GO:0006996
organelle organization

0.061390
49 / 915

GO:0007005
mitochondrion organization

1.01e−09
21 / 100

GO:0008104
protein localization

5.02e−07
49 / 547

GO:0008150
biological_process

1.000000
291 / 6735

GO:0008152
metabolic process

0.044118
201 / 4327

GO:0009058
biosynthetic process

0.098126
127 / 2683

GO:0009117
nucleotide metabolic process

8.21e−10
40 / 322

GO:0009165
nucleotide biosynthetic process

2.12e−12
38 / 243

GO:0009987
cellular process

0.010997
216 / 4581

GO:0015031
protein transport

1.70e−07
49 / 528

GO:0016043
cellular component organization

0.069055
72 / 1419

GO:0016482
cytoplasmic transport

1.06e−08
39 / 337

GO:0018130
heterocycle biosynthetic process

9.33e−08
86 / 1165

GO:0019438
aromatic compound biosynthetic process

1.68e−07
91 / 1275

GO:0019637
organophosphate metabolic process

5.19e−07
43 / 451

GO:0033036
macromolecule localization

2.40e−05
51 / 662

GO:0033365
protein localization to organelle

1.18e−10
37 / 264

GO:0034613
cellular protein localization

1.36e−08
49 / 488

GO:0034641
cellular nitrogen compound metabolic process

1.72e−07
122 / 1895

GO:0034654
nucleobase−containing compound biosynthetic process

1.12e−07
78 / 1021

GO:0044237
cellular metabolic process

0.002294
188 / 3801

GO:0044238
primary metabolic process

0.001160
184 / 3665

GO:0044249
cellular biosynthetic process

0.046706
121 / 2475

GO:0044271
cellular nitrogen compound biosynthetic process

2.85e−06
80 / 1142

GO:0044281
small molecule metabolic process

0.017000
69 / 1259

GO:0044699
single−organism process

0.199992
184 / 4088

GO:0044710
single−organism metabolic process

0.469954
109 / 2498

GO:0044711
single−organism biosynthetic process

0.002144
80 / 1381

GO:0044763
single−organism cellular process

0.144194
148 / 3209

GO:0044765
single−organism transport

0.003441
65 / 1094

GO:0045184
establishment of protein localization

1.80e−07
49 / 529

GO:0046483
heterocycle metabolic process

8.93e−09
126 / 1889

GO:0046907
intracellular transport

1.10e−06
51 / 595

GO:0051179
localization
0.012359
72 / 1304

GO:0051234
establishment of localization

0.007519
70 / 1235

GO:0051641
cellular localization

3.04e−06
53 / 650

GO:0051649
establishment of localization in cell

4.12e−06
51 / 622

GO:0055086
nucleobase−containing small molecule metabolic process

2.68e−09
40 / 335

GO:0070585
protein localization to mitochondrion

5.78e−10
20 / 88

GO:0070727
cellular macromolecule localization

1.16e−08
50 / 501

GO:0071702
organic substance transport

0.000121
54 / 759

GO:0071704
organic substance metabolic process

0.005876
194 / 4005

GO:0071840
cellular component organization or biogenesis

0.000899
94 / 1633

GO:0072594
establishment of protein localization to organelle

5.97e−11
37 / 258

GO:0072655
establishment of protein localization to mitochondrion

5.78e−10
20 / 88

GO:0090407
organophosphate biosynthetic process

2.70e−09
42 / 363

GO:1901293
nucleoside phosphate biosynthetic process

2.12e−12
38 / 243

GO:1901360
organic cyclic compound metabolic process

5.93e−09
138 / 2127

GO:1901362
organic cyclic compound biosynthetic process

2.88e−07
95 / 1367

GO:1901576
organic substance biosynthetic process

0.077404
125 / 2613

GO:1902578
single−organism localization

0.002728
66 / 1104

GO:1902580
single−organism cellular localization

9.24e−10
48 / 436

GO:1902582
single−organism intracellular transport

1.05e−06
48 / 544


