
GO:0003674
molecular_function

1.000000
619 / 9535

GO:0003824
catalytic activity

0.004958
275 / 3759

GO:0004364
glutathione transferase activity

2.49e−07
11 / 26

GO:0005488
binding

0.134393
294 / 4317

GO:0008194
UDP−glycosyltransferase activity

8.24e−05
20 / 120

GO:0016740
transferase activity

0.005109
117 / 1445

GO:0016757
transferase activity, transferring glycosyl groups

0.005852
26 / 237

GO:0016758
transferase activity, transferring hexosyl groups

0.004590
21 / 175

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

1.77e−05
14 / 59

GO:0035251
UDP−glucosyltransferase activity

1.29e−06
17 / 69

GO:0046527
glucosyltransferase activity

7.80e−06
17 / 78

GO:0048037
cofactor binding

0.000364
28 / 217

GO:0050662
coenzyme binding

5.12e−06
26 / 153

GO:1901681
sulfur compound binding

2.90e−07
8 / 13


