
GO:0001510
RNA methylation

< 1e−20
116 / 174

GO:0006139
nucleobase−containing compound metabolic process

1.56e−10
741 / 2838

GO:0006605
protein targeting

7.12e−14
212 / 616

GO:0006626
protein targeting to mitochondrion

< 1e−20
75 / 100

GO:0006725
cellular aromatic compound metabolic process

1.90e−09
837 / 3290

GO:0006807
nitrogen compound metabolic process

2.37e−10
867 / 3390

GO:0006810
transport
3.98e−05
570 / 2294

GO:0006839
mitochondrial transport

< 1e−20
90 / 135

GO:0006886
intracellular protein transport

1.02e−15
242 / 703

GO:0006996
organelle organization

2.27e−06
337 / 1251

GO:0007005
mitochondrion organization

< 1e−20
77 / 112

GO:0008104
protein localization

4.79e−16
277 / 828

GO:0008150
biological_process

1.000000
2951 / 13604

GO:0008152
metabolic process

0.003744
1723 / 7647

GO:0009451
RNA modification

< 1e−20
150 / 286

GO:0009987
cellular process

8.07e−08
1867 / 8036

GO:0015031
protein transport

3.02e−16
268 / 792

GO:0016043
cellular component organization

0.000166
547 / 2222

GO:0016070
RNA metabolic process

2.04e−07
560 / 2162

GO:0016482
cytoplasmic transport

4.06e−15
183 / 498

GO:0032259
methylation
2.75e−19
155 / 367

GO:0033036
macromolecule localization

2.73e−11
304 / 1005

GO:0033365
protein localization to organelle

1.17e−16
159 / 401

GO:0034613
cellular protein localization

4.55e−16
247 / 717

GO:0034641
cellular nitrogen compound metabolic process

7.19e−11
809 / 3121

GO:0043170
macromolecule metabolic process

6.10e−06
1142 / 4797

GO:0043412
macromolecule modification

0.014188
433 / 1827

GO:0043414
macromolecule methylation

8.70e−19
152 / 361

GO:0044237
cellular metabolic process

1.10e−09
1510 / 6297

GO:0044238
primary metabolic process

1.65e−07
1497 / 6334

GO:0044260
cellular macromolecule metabolic process

6.98e−07
1084 / 4489

GO:0044699
single−organism process

0.420877
1586 / 7287

GO:0044765
single−organism transport

0.000949
493 / 2023

GO:0045184
establishment of protein localization

2.22e−16
269 / 794

GO:0046483
heterocycle metabolic process

9.61e−11
809 / 3125

GO:0046907
intracellular transport

5.93e−17
299 / 898

GO:0051179
localization
0.000228

596 / 2444

GO:0051234
establishment of localization

6.97e−05
578 / 2340

GO:0051641
cellular localization

1.59e−14
325 / 1032

GO:0051649
establishment of localization in cell

1.14e−14
311 / 976

GO:0070585
protein localization to mitochondrion

< 1e−20
75 / 100

GO:0070727
cellular macromolecule localization

2.86e−15
250 / 738

GO:0071702
organic substance transport

5.33e−09
357 / 1265

GO:0071704
organic substance metabolic process

3.32e−07
1600 / 6823

GO:0071840
cellular component organization or biogenesis

4.17e−07
637 / 2505

GO:0072594
establishment of protein localization to organelle

1.55e−16
156 / 392

GO:0072655
establishment of protein localization to mitochondrion

< 1e−20
75 / 100

GO:0090304
nucleic acid metabolic process

7.09e−07
626 / 2466

GO:1901360
organic cyclic compound metabolic process

2.13e−11
890 / 3456

GO:1902578
single−organism localization

0.000926
497 / 2040

GO:1902580
single−organism cellular localization

4.33e−14
213 / 617

GO:1902582
single−organism intracellular transport

3.46e−16
274 / 815


