
GO:0000226
microtubule cytoskeleton organization

5.90e−19
84 / 205

GO:0006325
chromatin organization

3.07e−09
101 / 372

GO:0006464
cellular protein modification process

5.45e−05
241 / 1248

GO:0006479
protein methylation

7.86e−15
80 / 218

GO:0006996
organelle organization

4.96e−05
228 / 1170

GO:0007010
cytoskeleton organization

3.33e−15
107 / 329

GO:0007017
microtubule−based process

< 1e−20
101 / 253

GO:0008150
biological_process

1.000000
1135 / 7287

GO:0008152
metabolic process

0.060654
745 / 4632

GO:0008213
protein alkylation

7.86e−15
80 / 218

GO:0009987
cellular process

0.006199
813 / 4987

GO:0016043
cellular component organization

2.09e−05
311 / 1647

GO:0016568
chromatin modification

1.13e−11
96 / 317

GO:0016569
covalent chromatin modification

8.89e−13
94 / 296

GO:0016570
histone modification

5.21e−15
91 / 262

GO:0016571
histone methylation

5.83e−15
80 / 217

GO:0018022
peptidyl−lysine methylation

2.44e−18
79 / 190

GO:0018193
peptidyl−amino acid modification

1.79e−11
90 / 292

GO:0018205
peptidyl−lysine modification

1.15e−14
86 / 244

GO:0019538
protein metabolic process

0.258195
295 / 1835

GO:0032259
methylation
1.42e−05
86 / 359

GO:0034968
histone lysine methylation

1.67e−18
79 / 189

GO:0036211
protein modification process

5.45e−05
241 / 1248

GO:0043170
macromolecule metabolic process

0.009022
548 / 3281

GO:0043412
macromolecule modification

0.001430
269 / 1482

GO:0043414
macromolecule methylation

2.04e−05
85 / 357

GO:0043933
macromolecular complex subunit organization

7.76e−10
174 / 734

GO:0044237
cellular metabolic process

0.139435
643 / 4018

GO:0044238
primary metabolic process

0.015463
666 / 4060

GO:0044260
cellular macromolecule metabolic process

0.022754
514 / 3100

GO:0044267
cellular protein metabolic process

0.272867
273 / 1699

GO:0044699
single−organism process

4.63e−05
751 / 4442

GO:0044710
single−organism metabolic process

0.004102
452 / 2645

GO:0044763
single−organism cellular process

0.000187
613 / 3579

GO:0051276
chromosome organization

5.89e−07
110 / 456

GO:0051567
histone H3−K9 methylation

2.63e−20
72 / 154

GO:0061647
histone H3−K9 modification

2.63e−20
72 / 154

GO:0071704
organic substance metabolic process

0.016543
700 / 4283

GO:0071840
cellular component organization or biogenesis

0.000236
337 / 1854

GO:1902589
single−organism organelle organization

7.42e−13
171 / 664


